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A GAC KGA GLUL GLS2

Kk i . %

hukukodod Fkkk *kkk Fkkk

84 Feokkk 6 [— 18+
[ — .

B Normal (N=107)

[J TNBC (N=132)

[0 receptor-positive (N=584)

Expression Level
(log2 RPKM or RSEM values)
-y

o
o
=
o
o

GAC KGA GLUL GLS2

124 129 124 ﬁm . :
T [J TNBC (N=31)

104

H T 7. . [ receptor-positive (N=27)
8-

Expression Level
(log2 RMA normalized values)

Supplementary Figure S3. TNBC primary tumors and cell lines have elevated glutaminase (GAC) mRNA
levels. A, expression levels for GAC, KGA, GLUL and GLS2 in normal breast tissue, TNBC tumors, and
receptor-positive tumors from the TCGA breast invasive carcinoma dataset. The log2 transformed
expression levels for each gene are plotted; “whiskers” span the 5th to 95th percentile with data outside
this range shown as individual data points. B, expression levels for GAC, KGA, GLUL and GLS2 in TNBC
and receptor-positive breast cancer cell lines from the CCLE dataset. log2 transformed expression
values are plotted as in (A). Statistical comparisons were performed by one-way ANOVA (A) or unpaired
t-test (B): *P <0.05,**P < 0.01, ***P <0.001, **** P <0.0001.



