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Supplementary Fig. S1: A subset of Basal A breast carcinoma cell lines express robust 
levels of LPL.   LPL, CD36, and FASN expression in 45 cell lines derived from human 
breast cancer.  Unsupervised cluster analysis using 14,000 most variable probeset IDs 
separates breast cancer cell lines into luminal, basal A and basal B clades in agreement 
with Neve and coworkers (11).  Probeset IDs shown were median centered and 
normalized before display.  *denotes cell lines exhibiting substantial expression of LPL 
mRNA with HCC2157, HCC1008, HCC1559, Du4475 expressing the highest levels. 
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Supplementary Figure S2: Validation of a new mouse monoclonal antibody directed 
against human LPL.  Panel A: Immunodot analysis of bacteria transformed with a human 
LPL expression vector or empty vector.  Bacterial lysates were dotted onto PVDF 
membrane and probed with supernatants (1:1000 dilution) from hybridoma clone #43 or 
an irrelevant hybridoma (neg control).  Visualization was with an alkaline phosphatase-
protein A conjugate.  Panel B: Western analysis of mouse spleen and muscle tissue. Wt 
denotes wild type, hLPL indicates mouse with a skeletal muscle (sk musc)-specific 
human LPL transgene and homozygous knockout at the mouse LPL locus.  A single band 
is seen in muscle tissue from the hLPL mouse when probed with, but not without, 
antibody clone #43.  Panel C: Immunohistochemistry using LPL monoclonal antibody 
clone #43 (original magnification 20x).  Detection was with peroxidase (brown pigment), 
and slides were counterstained with hematoxylin (blue pigment).  Analysis of an 
angiolipoma is shown on the left.  Extracellular LPL is associated with capillary 
endothelium (arrows).  ld denotes lipid droplets.  Staining of a tonsil is shown on the 
right.  Other than scattered monocytes, the lymphoid stroma (lymph) does not stain, 
whereas there is strong staining of the basal layer (arrows) of the overlying epithelium 
(epi). 
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 Forward 5’-3’ Reverse 5’-3’ Spans 
Intron? 

Product 
Length 

cyclophilin ggatggcaagcatgtggtg tgtccacagtcagcaatgg no 87 BP 
LPL ccggtttatcaactggatgg ttgtcagacttcctgcaatg yes 71 BP 
CD36 tgggaaagtcactgcgacat tgcaatacctggcttttctca yes 40 BP 
FASN acagggacaacctggagttct ctgtggtcccacttgatgagt yes 159 BP 
Syndecan 1 ccctgaagatcaagatggctct cccgaggtttcaaaggtgaagt yes 468 BP 

Supplemental Table S1: Primers used in RT-PCR 
 
 

 
 
Supplementary Figure S3: Examination of DU4475 breast cancer cells for receptor-
mediated endocytosis of VLDL particles.  Panel A: RT PCR indicates that DU4475, but 
not LiSa2 or T47D cells express readily-detectable mRNA coding the cell surface 
receptor Syndecan-1.  Panel B: Fluorescence confocal microscopy reveals abundant 
uptake of diI-labeled VLDL particles by fibroblasts (positive control), but not by 
DU4475 cells (panel C).  Occasional labeled VLDL particles were observed on the 
surface of DU4475 cells, but not inside the cells (Panel D).  


