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Supplementary Figure S2. A. UCHL1 expression in HGSOC patients with missense TP53 
mutations and different p53 expression levels in the TCGA database analyzed using cBioportal. 
B. Methylation levels or β-values at the UCHL1 gene loci in HGSOC patient tumors in TCGA 
methylation data assessed by Illumina Human Methylation array 27 and analyzed using the 
cBioportal. Beta value 0 means unmethylated and 1 means fully methylated. The horizontal line 
represents the mean beta value, and the bar represents the standard deviation. C. MeDIP-qPCR 
products were resolved using a 2% agarose gel with a 100bp ladder. The presence of amplicon 
with the 5MC antibody in non-HGSOC cell lines represents the enrichment of methylated DNA in 
the UCHL1 promoter. D-E. UCHL1 expression (qPCR) in HGSOC and non-HGSOC cells treated 
with DNA methyltransferase inhibitor, 5-Aza-2’-deoxycytidine (5µM, 48h), or vehicle control. F. 
UCHL1 expression (qPCR) in normal human fallopian tube epithelial (FTE) cells treated with 5-



Aza-2’-deoxycytidine (5µM, 48h) or vehicle control. G. Immunoblot analysis of UCHL1 in the 
whole cell lysate of HGSOC cells transfected with control or UCHL1 siRNA or transduced with 
control or UCHL1 shRNA lentiviral particles. H. Representative images of the colony formation 
assay of HGSOC cells transfected with control or UCHL1 siRNA or transduced with control or 
UCHL1 shRNA lentiviral particles. I. Schematic of invasion of HGSOC cells through 3D 
organotypic cell culture model of omentum consisting of human mesothelial cells and fibroblasts 
in a transwell insert. The insert was placed in a 24 well plate containing 10% complete medium 
and cancer cells invaded through omental cells towards the complete medium. Statistical 
significance was determined by the Student’s t-test from at least three independent experiments. 
*p<0.05. The box boundaries represent the upper and lower quartiles, the horizontal line 
represents the median value, and the whiskers represent the minimum and maximum values.   

  



 


