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Supplementary Figure Legends 

 

Supplementary Figure S1 

CD27+CD201+ population overlapped with Sca-1+c-Kit+ population in bone marrow. 

(A) Representative flow cytometry plots of Sca-1 and c-Kit expression among bone marrow 

cells negative for lineage markers (TER119/CD3e/CD11b/CD45R/Gr-1). In contrast to 

bone marrow cells in C57BL/6 mice, those in BALB/c mice did not contain a distinct 

Sca-1+c-Kit+ population (red rectangles). 

(B) Representative flow cytometry plots of Sca-1/c-Kit and CD201/CD27 expression among 

Lin- bone marrow cells of C57BL/6 mice. The CD27+CD201+ population, indicated by a 

red rectangle in the left panel, overlapped with the Sca-1+c-Kit+ population (red dots in the 

right panel). 

 

Supplementary Figure S2 

CXCL12 expression in bone marrow cell populations.  

(A) Representative flow cytometry plots of nestin-GFP and CD51 expression in bone marrow 

cells are shown. The Lin-nestin-GFP+ population, indicated by pentagon in the left panel, 

overlapped with the Lin-CD51+ population, indicated pentagon in the center panel. The 

overlap is demonstrated by red dots in the right panel. 

(B) Relative mRNA expression of CXCL12 in bone marrow cell populations in untreated 

non-tumor-bearing BALB/c and C57BL/6 mice as determined by quantitative real-time 

RT-PCR. FACS gate is shown on the left. Data are expressed as fold-changes compared 

with CD51- cells. *p < 0.001 vs Lin+ and CD51-. 

 

Supplementary Figure S3 

Representative flow cytometry plots of MDSCs in bone marrow in G-CSF-treated (A) and 

mammary tumor-bearing (B) mice are shown. MDSCs were defined as Gr-1+CD11b+ cells 

(rectangles in each plot). 
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Supplementary Figure S4 

Effects of anti-Gr-1 antibody (Ab) on the MDSC population in bone marrow in G-CSF-treated 

mice. 

C57BL/6 mice were treated with G-CSF (250 g/kg, s.c., daily) for 4 days from day 0 to day 3. 

The Ab (200 g/mouse, i.p.) was injected once at day 1, and mice were sacrificed at day 4. 

Representative flow cytometry plots are shown. Blue and red rectangles indicate total and 

Gr-1high MDSC populations, respectively. 

 

Supplementary Figure S5 

Effects of G-CSF on monolayer proliferation of 4T1 and E0771/Bone cells. 

(A) mRNA expression of G-CSFR and GAPDH determined by conventional RT-PCR (30 

cycles for G-CSFR, and 22 cycles for GAPDH; Lad, 100-bp DNA ladder). 

(B) Cell proliferation in monolayer cultures treated with G-CSF for 72 hours determined by 

WST-8 assay. Data are expressed as the fold changes to the control. 

 


