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Supplementary Figure S1 

 

Supplementary Figure S1. Detailed view of LINC00920 exon 2 based on the GENCODE annotation. 

The labeled gray bar corresponds to the 3´-end of the transcript as determined by RACE in this study. 

Canonical polyadenylation sequences are labeled. Two putative polyadenylation signals for the RACE 

transcript are indicated at the lower portion of the figure. 

 

 

 

 

 

 

 

 



Supplementary Figure S2 

 

Supplementary Figure S2. LINC00920 knockdown increases the doubling time of VCaP cells. A 

Degree of LINC00920 knockdown in VCaP cells. B VCaP cells depleted of LINC00920 exhibited 

slower cell proliferation, quantified by longer doubling times. Knockdown of LINC00920 did not affect 

the invasion of C PC-3 and D DU-145 cells. 

 

 

 

 



Supplementary Figure S3 

 

Supplementary Figure S3. LINC00920 does not affect ERG expression in VCaP cells. LINC00920 

knockdown using two independent siRNAs did not perturb ERG transcript levels as measured by 

qPCR. NS not significant by t-test. 

 

 

 

 

 

 

 

 

 



Supplementary Figure S4 

 

Supplementary Figure S4. Perturbation of LINC00920 levels in VCaP cells also influences 

expression of FOXO targets. Two independent siRNAs were used to silence LINC00920 and FOXO 

activity was evaluated by the expression of A BCL2LL, B GADD45A, and C PMAIP1, which are 

known targets of FOXO proteins. Upregulation of  FOXO targets were observed upon LINC00920 

knockdown using both siRNAs. D Quantitation of LINC00920 levels upon siRNA-mediate knockdown. 

All expression values were normalized to the housekeeping gene HPRT1. Fold change values were 

calculated relative to a scrambled siRNA control. Data are presented as mean ± SE, *p≤0.05, ** 

p≤0.01, ***p≤0.001. NTC, non-targeting control. 

 



Supplementary Figure S5 

 

Supplementary Figure S5. FOXO protein levels were not influenced by LINC00920 knockdown. A 

Western blot showed no appreciable change in FOXO1 and FOXO3 protein levels upon LINC00920 

knockdown using any of the five siRNAs used in the study. B FOXO1 and FOXO3 display variable 

expression in prostate cancer cell lines. 

 


