GATA4 gene and CpG islands
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atttaatcgattttcggttgggttgcgggtgatttttcgtt ittt tggcggtagtatttgggt
atttttcgocggagattttagagtttggattttgtttgttgggggagttttticgtatagtttc
gtagtttgcgtttagocggaggtgtagtocggggtocgogtattttcgtttcgtttttgtacgtg
atttttataggttagttagecgttttagggtocgagttgttgggtcggggattcgagt cgeogag
ttggggat TTGGAGGCGGTCGGCGT AGGGGTCGCGAGAGGTTTCGTCGTCGTTGTAGTTTCG

GGGGTTTTTAGGGGAGCGTGCGC_t tttttttttttt
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#16740, lung tumor
(Sp-C-c-MYC/KRas*)

#22620, liver metastasis
(Sp-C-c-MYC/KRas*)
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taataaagctgaccctgggcaccacagcgaacccaatcgacctecoggetgggttgegggtga

ttecececegetecetggeggtagecacttgggecatttteccgeggagaccecagagectggacttt
13
gectgetgggggagetttecgecacagteccecgecagectgegeccageggaggtgtageCggg
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gcCgcgcaccccCgecccCgecettgeaCgtgact

MAZ E-BOX Y-BOX TFIID Figure S1



