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Supplementary Table Legends 

 

Table S1. List of genes differentially expressed in SKOV3 EOC cells expressing 

shSUZ12 compared with controls using an apoptosis-regulating genes real-time 

PCR array from SA-Bioscience.  

  

Supplementary Figure Legends 

 

Figure S1. SUZ12 is expressed at higher levels in human EOC cells. A, SKOV3 cells 

were infected with shSUZ12 encoding retrovirus or control. Drug-selected cells were 

examined for the expression of SUZ12 and GAPDH by immunoblot. B, serial sections of 

a EOC specimen were subjected to IHC staining using an anti-SUZ12 antibody or an 

isotype matched IgG control (10X). C, SUZ12 IHC staining of EOC specimens of the 

indicated histosubtypes. Bar = 100 μm. D, expression of SUZ12, EZH2 and GAPDH in 5 

individual isolations of normal human ovarian surface epithelial (HOSE) cells and the 

indicated human EOC cell lines was determined by immunoblotting. 

 

Figure S2. SUZ12 knockdown inhibits the growth of human EOC cells. A, PEO1 

cells were infected with 2 individual lentivirus encoded shSUZ12 or control. Drug-

selected cells were examined for expression of SUZ12 and GAPDH by immuoblot. B, 

same as A, but examined for expression of H3K27Me3, H3K9Me3 and histone H3 by 

immunoblot. C, same as A, but equal number of drug-selected cells were seeded and 

counted at indicated time points. Mean of 3 independent experiments with SD. * p<0.001 
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compared with controls. D, same as A, 1X104 drug-selected cells were seeded in soft agar 

and the number of colonies were counted after 3 weeks of culture. Mean of 3 independent 

experiments with SD. * p=0.002 and ** p<0.001 compared with controls. 

 

Figure S3. Alterations of the apoptosis regulating genes in SUZ12 knockdown EOC 

cells. RNA was isolated from control and shSUZ12 #1 expressing SKOV3 cells and the 

expression of 84 apoptosis-regulating genes was determined by qRT-PCR using a PCR 

array from SABiosciences. Red dots indicate genes whose expression was upregulated 

more than 2-fold in shSUZ12 expressing cells compared with controls. Arrow points to 

the location of HRK gene expression in this analysis.  

 

Figure S4. 5-Azacytidine (5-AzaC) does not upregulate HRK expression in EOC 

cells. The expression of HRK mRNA was determined by qRT-PCR in the indicated EOC 

cells treated with or without 5 μM 5-AzaC for 60 hours. Expression of the housekeeping 

gene β-2-microglobulin was used to normalize mRNA expression. 

 

Figure S5. Knockdown of HRK mRNA by siRNA to the human HRK gene (siHRK). 

SKOV3 cells were transfected with siHRK or GL2, a siRNA to the firefly luciferase gene 

(siLuc). 72 hours post transfection, expression of HRK mRNA was determined by qRT-

PCR. Expression of the housekeeping gene β-2-microglobulin was used to normalize 

mRNA expression. 
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Figure S6. HRK contributes to apoptosis induced by SUZ12 knockdown. A, Cell 

cycle distribution determined by FACS analysis in SKOV3 cells expressing shSUZ12 

(#1) with or without transfection with siRNA to the human HRK gene (siHRK). The 

percentage of sub-G1 cells was indicated. B, Quantitation of A, Mean of three 

independent experiments with SEM. p < 0.05. 

 

Figure S7. Upregulation of HRK contributes to apoptosis induced by SUZ12 

knockdown. A, OVCAR10 cells expressing shSUZ12 with or without transfection with 

siRNA to the human HRK gene (siHRK). Expression of HRK mRNA in the indicated 

cells was determined by qRT-PCR. Expression of the housekeeping gene β-2-

microglobulin was used to normalize mRNA expression. * p<0.05 compared with 

control; and # p<0.05 compared with shSUZ12 alone. B, same as A, but examined for 

expression of SUZ12, H3K27Me3, H3K9Me3, GAPDH and markers of apoptosis 

including cleaved caspase 3, lamin A and PARP p85.   


