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Brunquell et al., Supplementary Fig. 3

A B

_ 1.6 -
98kDa — DDK-TLE1 L2
T WLDOY S 14-
- 5
- i £
= T O _ 4.
Control siRNA + - - g c
TLE1siRNA#3 - + + w C 0.8 -
DDK-TLE1 - + c 8
Vector + + - <ZE 2 0.6 -
a)
D
<
(@)
[
<

0 -
Control siRNA + - -
TLE1siRNA#3 - + +
DDK-TLE1 - - +
Vector + + -



Brunquell et al., Supplementary Fig. 4
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Brunquell et al., Supplementary Fig. 6
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Brunquell et al., Supplementary Fig. 7

A B

n-_ﬂ <TLE1

; <TLE-1
@D @ <-5-actin
O <+ Histone H2
& Q,b ! istone H2B
O & .
> 6®

nuclear cytoplasmic

@

mitochondrial Bit1

14

0~ 1.2 o
£
o
® LrC) 1+ ¥ ] oy
=5 04 — =« TLEA
Za — — <«Histone H2B
Qc 0.6 A
w Q7 i
< E - @mwem» < B-actin
S o 04 -
c D nuclear cytoplasmic
<™ 0.2 - :
0

vector mitochondrial Bit1



