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Supplementary Figure S1. (A) Recurrence-free survival by landmark one-month post-therapy ctDNA detection for all patients regardless of length of follow up. Bar graph displays recurrence rates by ctDNA detection status with Venn diagram of ctDNA detection by calling methods (epigenomic only, genomic only, or both). (B) Recurrence-free survival by longitudinal post-therapy ctDNA detection for all patients. Bar graph displays recurrence rates by ctDNA detection status with Venn diagram of ctDNA detection by calling methods (epigenomic only, genomic only, or both).
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Supplementary Figure S2. 

Recurrence-free survival by longitudinal post-therapy CEA levels for all patients. Bar graph displays recurrence displays recurrence abnormal and normal CEA detection status.
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