
Supplementary Table S1. Statistically significant adjusted P-values for differential expression of genes in the pairwise comparison of molecular subtypes. Two of these genes were selected for immunohistochemical analysis for the identification of the mesenchymal subtype.

	Gene
	Ensembl ID
	Classical vs. Mesenchymal
	Classical vs. Proneural
	Mesenchymal vs. Proneural
	Overexpression in Mesenchymal Subtype

	SHC1
	ENSG00000160691
	0.003
	NS
	1.35E-08
	yes

	TCIRG1
	ENSG00000110719
	0.0008
	NS
	1.18E-08
	yes

	IDO1
	ENSG00000131203
	0.0039
	NS
	0.0015
	no

	RUNX3
	ENSG00000020633
	0.0137
	NS
	1.88E-05
	no
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