Supplementary Table 1A. Patient characteristics.
	Number of patients
	
	of 221
	Fraction (%)

	Sex
	Male
	180
	81.4

	
	Female
	41
	18.6

	UICC stage
	II
	8
	3.6

	
	III
	33
	14.9

	
	IVa, b
	180
	81.4

	Tumor localization
	Oral cavity
	60
	27.1

	
	Oropharynx
	126
	57.0

	
	Hypopharynx
	35
	15.8

	R status
	Negative
	125
	56.6

	
	Positive
	94
	42.5

	
	Missing
	2
	0.9

	ECE status
	Negative
	103
	46.6

	
	Positive
	118
	53.4

	HPV16 DNA
	Negative
	143
	64.7

	
	Positive
	72
	32.6

	
	Missing
	6
	2.7

	IHC (protein) analyses
	Performed
	195
	88.2

	
	Missing
	26
	11.8

	nanoString analyses
	Performed
	196
	88.7

	
	Missing
	25
	11.3

	RT-PCR analyses
	Performed
	196
	88.7

	
	Missing
	25
	11.3
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