Supplementary Table 1. 10 OTUs with smallest P-values at genus and species levels. Comparisons are made between the 2 clusters using PAM clustering with JSD distance

	Bacterial
	Mean difference in  abundance 
	P-value

	Genus level
	
	

	f__Bacteroidaceae;g__Bacteroides
	32.55
	0.001

	f__Prevotellaceae;g__Prevotella
	-42.89
	0.004

	f__Porphyromonadaceae;g__Candidatus Azobacteroides
	0.01
	0.03

	f__Coriobacteriaceae;g__Eggerthella
	0.01
	0.03

	f__Desulfovibrionaceae;g__Bilophila
	0.02
	0.07

	f__Ruminococcaceae;g__Anaerotruncus
	0.13
	0.08

	f__Lachnospiraceae;g__Anaerostipes
	0.07
	0.10

	f__Rikenellaceae;g__
	1.89
	0.11

	f__Ruminococcaceae;g__Faecalibacterium
	1.82
	0.14

	f__Rikenellaceae;g__human
	0.01
	0.17

	Species level
	
	

	f__Bacteroidaceae;g__Bacteroides;s__
	26.10
	<0.001

	f__Bacteroidaceae;g__Bacteroides;s__acidifaciens
	14.61
	0.002

	f__Bacteroidaceae;g__Bacteroides;s__caccae
	0.05
	0.003

	f__Bacteroidaceae;g__Bacteroides;s__fragilis
	0.27
	0.003

	f__Bacteroidaceae;g__Bacteroides;s__ovatus
	0.13
	0.004

	f__Bacteroidaceae;g__Bacteroides;s__uniformis
	0.21
	0.01

	f__Porphyromonadaceae;g__Candidatus Azobacteroides;s__
	0.01
	0.02

	f__Rikenellaceae;g__;s__
	2.61
	0.02

	f__Prevotellaceae;g__Prevotella;s__copri
	-24.12
	0.04

	f__Desulfovibrionaceae;g__Bilophila;s__
	0.02
	0.07


