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Supplementary figure Legends 

Supplementary Fig. 1  ICS of CD4 and CD8 T cells reactive against XAGE1 

(GAGED2a).  CD4 and CD8 T cells (1 x 106) purified from PBMCs of XAGE1 

(GAGED2a) antibody-positive patients (KLU267) were cultured with an equal 

number of irradiated (40 Gy), autologous CD4- and CD8 depleted PBMCs as 

APCs in the presence of XAGE-1 (GAGED2a) 17 16-mer OLPs (10-6 M) or the 

synthetic protein (10-6 M), respectively, using 48 well culture plate for 12 days.  

The cells were then collected and cytokine production was examined for CD4 T 

cells after 3 hr stimulation with XAGE1 (GAGED2a) 17 16-mer OLPs and for 

CD8 T cells after 3 hr stimulation with XAGE1 (GAGED2a) 35 12-mer OLPs.  

Control peptides (a mixture of MGARASVLSGGELDR and 

ASVLSGGELDRWEKI) were from Con B gag motifs of the human 

immunodeficiency virus.  The number of cytokine staining cells stimulated with 

XAGE1 (GAGED2a) OLPs more than two-fold the staining cells stimulated with 

control peptides was defined as positive. 

 

Supplementary Fig. 2  Representative results of analyses on Th1, Th2, Th17 

and TFH CD4 T cells, and resting and activated CD4 Tregs, and M- and 

PMN-MDSCs in PBMCs from an XAGE1 (GAGED2a) antibody-positive patient, 

KLU213 or from an XAGE1 (GAGED2a) antibody-negative patient, KLU320 by 

FACS.  

 

Supplementary Fig. 3  Representative results of analyses of CD4 (A) and CD8 

(B) T cells expressing T cell activation and inhibitory molecules in PBMCs from 

an XAGE1 (GAGED2a) antibody-positive patient, KLU456 by FACS. 
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Supplementary Fig. 4  Correlation of OS with XAGE1 (GAGED2a) antibody 

titer in patients with XAGE1 (GAGED2a) antigen-positive tumors. 

 

Supplementary Fig. 5  OS of the advanced adenocarcinoma patients with 

EGFRwt or EGFRmt tumors (A), and with XAGE1 (GAGED2a) antigen-positive 

EGFRwt or EGFRmt tumors and antibody, and XAGE1 (GAGED2a) 

antigen-negative EGFRmt tumors (B). 

 

Supplementary Fig. 6  OS of the advanced lung adenocarcinoma patients with 

different EGFR mutation types. 

 

 


