
Supplementary Table 1. AZD4547 GI50 comparisons between FGFR1-amplified 

DMS114 and EGFR-mutant NCI-H1975 cell lines.  

Cell Line 
GI50 
(μM) 

Replicates 
(n=) 

SEM 
(μM) 

DMS114 0.05 6 0.01 

NCI-H1975 12.09 4 0.21 

 

Three day in vitro proliferation assays were performed on cell lines treated with a range of AZD4547 
concentrations and GI50 values derived as described in ‘materials and methods’.  

 

Supplementary Table 2. Dynamic modulation of pERK, pS6, Ki67 and CC3 markers in 

model L121 tumor sections treated with a single dose of 12.5mg/kg AZD4547.  

  

 Time post-dose (hr) 
IHC Marker 0 8 24 48 

“H” 
score,(SD) 

pErk 137,(15) 37,(12) 30,(9.0) 107,(21) 

pS6 177,(23) 80,(17) 130,(17) 200,(0) 

IHC Positivity 
%,(SD) 

Ki67 70,(7.4) 75,(7.0) 71,(8.0) 19,(8.0) 

CC3 0.44,(0.076) 16,(13) 47, (1.6) 13,(2.8) 

 

Mice bearing primary tumor model L121 xenografts were treated with a single oral dose of 12.5mg/kg 
AZD4547 and tumors processed for IHC staining at 0, 8, 24 and 48hrs post-dose according to the 
procedure described in ‘materials and methods’. Stained sections were analysed by pathologist and “H” 
scores for pErk and pS6 were calculated as a composite measure of staining intensity and area. For Ki67 
and CC3, positivity of staining was assessed as ‘% area of staining’ using Ariol image analysis. n=3 
animals/timepoint. SD – Standard Deviation.   

 

Supplementary Table 3. Statistical association analysis of tumor histology and patient 

smoking status. 

All patients Tumor Histology 
 SCC (n=) AC (n=) 



‘Ever smoker’ Yes 32 27 
No 16 46 

 P-value = 0.0026 
 

Males only Tumor Histology 
 SCC (n=) AC (n=) 

‘Ever smoker’ 
Yes 32 26 
No 10 18 

 P-value = 0.1439 
  

Associations between lung tumor histology and ‘ever smoker’ status were calculated in both ‘All patients’ 
and ‘males only’ populations. Significance was determined using the ‘Fisher exact test’ (P=<0.05).     

 

Supplementary Table 4. FGFR1 amplification shows high mutual exclusivity with 

EGFR, Kras and EML4-ALK status in Chinese NSCLC. 

 
FGFR1 amp EGFR mutant KRas mutant EML4-Alk fusion 

FGFR1 amp 9 1 0 1 

EGFR mutant - 39 0 1 

KRas mutant - - 5 0 

EML4-Alk fusion - - - 7 

 

FGFR1 amplification, EGFR and KRas mutation and EML4-Alk gene fusion data was generated on 127 
patient NSCLC tumor fragment samples and genetic overlap assessed. “EGFR mutant” classification 
includes; exon 19 deletions, exon 20 insertions, G719A/V, L858R, L858M, T790M or a combination 
thereof. “KRas mutant” classification includes; G12S/D/C/V/A. “EML4-Alk fusion” classification includes 
fusions of EML4 at exons 2, 5, 6, 13 and 18.     

 

 

 


