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Supplementary figure legends 

Supplementary Figure 1. FILM signature predicts poor survival in all stages or stage-I lung 

adenocarcinoma. A. Lung adenocarcinomas from the Director’s challenge study were used as training 

set (n=442) whereas samples from the Duke and Harvard cohorts were pooled as a test set. Risk scores 

were computed as shown in Figure 2. Patients in the training set were divided into tertile risk groups 

(low, intermediate and high). Kaplan-Meier plots depicting survival differences between high (black), 

intermediate (dotted) and low (grey) risk groups in the training set (C) and in all stages and stage-I 

patients in the test set.  

  

Supplementary Figure 2. Prediction of survival by the FILM transcript signature in combination 

with clinical covariates. Adjustment for age and gender of Kaplan-Meier survival probability plots of 

lung adenocarcinoma patients in the training set (A) and of all stages (B) and stage-I patients in the test 

set (C) divided into different risk groups based on the FILM transcript signature. Black, high risk; dotted, 

intermediate risk; grey, low risk. 

 

Supplementary figure 3. FILM transcript signature identifies stage IB lung adenocarcinoma 

patients with poor prognosis. All stage IA (n=171) or IB (n=211) lung adenocarcinomas from the NCI 

Director’s Challenge, Duke and Harvard datasets combined (A) were dichotomized into high (black) 



versus low (grey) risk groups based on FILM transcript signature risk scores. B. Only non-treated stage 

IA (n=109) or stage IB (n=122) lung adenocarcinomas from the NCI Director’s Challenge study were 

dichotomized into high and low risk groups based on the FILM transcript signature. Survival differences 

between the different groups were statistically assessed by the Kaplan-Meier method and log-rank test.  

 

Supplementary Figure 4. Addition of clinical covariates to the FILM protein signature for 

development of prognostic risk scores. Adjustment for age and gender of Kaplan-Meier survival 

probability plots of lung adenocarcinoma patients in the FFPE training set (A) and of all stages (B) and 

stage-I patients in the FFPE test set (C) divided into high (black) and low (grey) risk groups based on 

the FILM transcript signature. 

 

  

 

 



Supplementary Table 1
Performance of the FILM expression signature 

Algorithm Sensitivity Specificity PPV NPV

CCP 0.977 0.943 0.942 0.977

LDA 0.972 0.952 0.950 0.973

NN1 0.954 0.943 0.941 0.956

NN3 0.963 0.952 0.950 0.964

NC 0.972 0.943 0.942 0.973

SVM 0.972 0.965 0.963 0.973

CCP, compound covariate predictor; LDA, linear discriminator analysis; NN 1 -3, nearest neighbors k-

1 and k-3; NC, nearest centroid; SVM, support vector machine



Supplementary Table 2

H.R. (95% C.I.) p-value H.R. (95% C.I.) p-value

High risk 2.146 (1.300-3.541) 0.003 1.819 (1.057-3.130) 0.03

Stage III vs I, II or IV 5.126 (3.012-8.705) 1.45 x 10
-9 5.494 (3.142-9.606) 2.28 x 10

-9

Male gender 1.119 (0.757-1.653) 0.574 1.316 (0.854-2.029) 0.213

Age 1.007 (0.986-1.027) 0.526 1.012 (0.990-1.034) 0.295

H.R. (95% C.I.) p-value H.R. (95% C.I.) p-value

High risk 4.266 (1.892-9.621) 0.0004 4.494 (1.987-10.163) 0.0003

Stage IA vs IB 0.148 (0.049-0.441) 0.0006 0.135 (0.041-0.445) 0.001

Male gender 1.329 (0.757-2.333) 0.322  0.967 (0.518-1.806) 0.916

Age 1.032 (0.999-1.065) 0.055 1.041 (1.008-1.076) 0.015

H.R., hazard risk; C.I., confidence interval

FILM transcript signature risk is an independent predictor of poor survival in stage-I lung 

adenocarcinoma

Univariate and multivariate Cox proportional Hazard regression analysis

Stage I only

All stages
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