
	Supplementary Table 1. Summary-level genetic association data of lifetime amount of smoking, body mass index, alcohol consumption, educational attainment, and endometrial cancer.

	 
	 
	 
	Lifetime smoking
	Body mass index
	Alcohol consumption
	Educational attainment
	Endometrial cancer

	Lifetime amount of smoking genome-wide significant variants

	Variant
	EA
	OA
	Beta
	SE
	Beta
	SE
	Proxy variant
	Beta
	SE
	Beta
	SE
	Beta
	SE

	rs1193237
	C
	G
	0.011
	0.002
	0.0006
	0.0047
	
	0.0035
	0.0019
	-0.0086
	0.0017
	0.0362
	0.0159

	rs4949465
	C
	T
	0.017
	0.003
	0.0095
	0.0067
	
	0.0021
	0.0029
	-0.0129
	0.0025
	-0.0277
	0.0231

	rs549845
	G
	A
	0.016
	0.002
	-0.0022
	0.0050
	rs499257
	0.0031
	0.0021
	-0.0177
	0.0019
	-0.0236
	0.0168

	rs1933270
	T
	G
	0.013
	0.002
	0.0182
	0.0054
	
	0.0013
	0.0020
	-0.0016
	0.0018
	0.0046
	0.0156

	rs7528604
	G
	A
	0.014
	0.002
	0.0102
	0.0047
	
	0.0077
	0.0020
	-0.0059
	0.0017
	0.0042
	0.0157

	rs11210229
	A
	G
	0.017
	0.002
	0.0014
	0.0047
	
	0.0048
	0.0020
	-0.0043
	0.0017
	0.0128
	0.0155

	rs7553348
	G
	A
	0.014
	0.002
	0.0265
	0.0040
	
	0.0074
	0.0020
	-0.0004
	0.0017
	-0.0047
	0.0152

	rs10922907
	A
	T
	0.015
	0.002
	
	
	
	0.0066
	0.0020
	-0.0161
	0.0017
	0.0204
	0.0158

	rs1931263
	T
	G
	0.011
	0.002
	0.0083
	0.0049
	
	-0.0028
	0.0019
	-0.0120
	0.0017
	0.0279
	0.0152

	rs7519626
	C
	T
	0.012
	0.002
	-0.0072
	0.0050
	rs11166161
	-0.0014
	0.0021
	-0.0069
	0.0018
	0.0093
	0.0164

	rs9435340
	T
	A
	0.012
	0.002
	0.0082
	0.0050
	rs1730850
	0.0018
	0.0021
	-0.0063
	0.0018
	0.0036
	0.0161

	rs10918701
	G
	A
	0.012
	0.002
	0.0098
	0.0049
	rs7548169
	0.0031
	0.0020
	-0.0010
	0.0018
	0.0210
	0.0159

	rs2867112
	T
	G
	0.021
	0.003
	0.0676
	0.0052
	
	0.0075
	0.0027
	-0.0048
	0.0023
	0.0252
	0.0204

	rs6741228
	T
	C
	0.011
	0.002
	0.0007
	0.0047
	
	0.0000
	0.0020
	-0.0075
	0.0017
	0.0144
	0.0154

	rs62135536
	C
	T
	0.035
	0.006
	
	
	
	0.0271
	0.0056
	-0.0092
	0.0049
	-0.0058
	0.0462

	rs7569203
	C
	A
	0.016
	0.002
	
	
	
	0.0148
	0.0021
	-0.0026
	0.0018
	-0.0153
	0.0164

	rs13016665
	A
	C
	0.012
	0.002
	
	
	
	0.0081
	0.0020
	-0.0012
	0.0017
	-0.0049
	0.0156

	rs4671357
	C
	T
	0.014
	0.002
	-0.0034
	0.0047
	
	-0.0005
	0.0019
	-0.0091
	0.0017
	0.0188
	0.0154

	rs359243
	C
	T
	0.013
	0.002
	0.0080
	0.0047
	rs359250
	0.0032
	0.0020
	-0.0064
	0.0017
	-0.0118
	0.0156

	rs2678670
	A
	T
	0.013
	0.002
	
	
	
	0.0030
	0.0020
	-0.0099
	0.0017
	-0.0027
	0.0153

	rs62155874
	G
	A
	0.024
	0.003
	0.0133
	0.0073
	rs4851758
	0.0015
	0.0030
	-0.0142
	0.0026
	-0.0052
	0.0233

	rs3811038
	C
	T
	0.014
	0.002
	0.0024
	0.0052
	
	0.0081
	0.0022
	-0.0066
	0.0019
	0.0162
	0.0169

	rs2890772
	T
	G
	0.020
	0.002
	0.0037
	0.0047
	rs16824949
	0.0029
	0.0020
	0.0036
	0.0017
	-0.0234
	0.0156

	rs62175972
	T
	C
	0.031
	0.006
	
	
	
	-0.0039
	0.0054
	-0.0300
	0.0048
	-0.0540
	0.0410

	rs3769949
	A
	T
	0.012
	0.002
	0.0047
	0.0047
	
	-0.0009
	0.0019
	-0.0050
	0.0017
	0.0216
	0.0154

	rs13009008
	A
	G
	0.012
	0.002
	0.0023
	0.0050
	rs6750801
	0.0008
	0.0021
	-0.0095
	0.0018
	-0.0071
	0.0162

	rs4473348
	T
	A
	0.015
	0.002
	0.0139
	0.0057
	
	0.0045
	0.0023
	0.0026
	0.0020
	0.0133
	0.0178

	rs12623702
	G
	A
	0.014
	0.002
	0.0080
	0.0050
	rs1477031
	0.0068
	0.0020
	-0.0099
	0.0017
	0.0141
	0.0158

	rs6779302
	T
	G
	0.013
	0.002
	-0.0025
	0.0049
	rs9870893
	0.0044
	0.0020
	-0.0113
	0.0018
	0.0002
	0.0157

	rs6778080
	T
	C
	0.016
	0.002
	-0.0014
	0.0052
	
	0.0067
	0.0022
	-0.0139
	0.0019
	-0.0124
	0.0171

	rs775758
	A
	T
	0.012
	0.002
	0.0111
	0.0047
	
	0.0022
	0.0020
	-0.0030
	0.0017
	0.0064
	0.0158

	rs421983
	T
	C
	0.013
	0.002
	0.0064
	0.0046
	rs1146751
	0.0083
	0.0019
	-0.0033
	0.0017
	0.0274
	0.0154

	rs326341
	G
	A
	0.014
	0.002
	0.0087
	0.0054
	
	0.0010
	0.0019
	-0.0063
	0.0017
	0.0097
	0.0155

	rs73220544
	C
	A
	0.016
	0.003
	0.0011
	0.0062
	rs4974473
	0.0030
	0.0027
	-0.0069
	0.0024
	-0.0134
	0.0212

	rs9842947
	T
	C
	0.013
	0.002
	-0.0066
	0.0043
	rs963354
	0.0043
	0.0021
	-0.0009
	0.0018
	-0.0014
	0.0165

	rs624833
	T
	G
	0.013
	0.002
	0.0089
	0.0051
	
	0.0059
	0.0021
	-0.0132
	0.0018
	-0.0079
	0.0165

	rs61796681
	T
	A
	0.019
	0.004
	0.0075
	0.0086
	rs7654612
	0.0023
	0.0034
	-0.0005
	0.0030
	0.0244
	0.0274

	rs317021
	A
	T
	0.017
	0.003
	-0.0051
	0.0062
	rs317027
	0.0062
	0.0025
	-0.0057
	0.0022
	-0.0281
	0.0208

	rs72678864
	G
	A
	0.018
	0.003
	-0.0018
	0.0067
	rs11729080
	0.0040
	0.0027
	-0.0123
	0.0023
	-0.0011
	0.0212

	rs17576594
	G
	A
	0.016
	0.002
	-0.0007
	0.0052
	
	0.0016
	0.0022
	-0.0113
	0.0019
	0.0044
	0.0169

	rs11948770
	C
	T
	0.015
	0.002
	0.0037
	0.0055
	
	0.0038
	0.0023
	0.0028
	0.0020
	-0.0004
	0.0180

	rs71627581
	G
	A
	0.019
	0.003
	
	
	
	0.0082
	0.0032
	-0.0096
	0.0028
	0.0005
	0.0259

	rs10052591
	T
	C
	0.012
	0.002
	0.0051
	0.0046
	rs2068701
	0.0059
	0.0019
	0.0018
	0.0017
	0.0021
	0.0154

	rs2080870
	A
	T
	0.012
	0.002
	0.0007
	0.0054
	rs159372
	0.0055
	0.0022
	-0.0158
	0.0020
	-0.0049
	0.0173

	rs4571506
	C
	T
	0.011
	0.002
	0.0063
	0.0047
	rs4244212
	-0.0079
	0.0019
	-0.0115
	0.0017
	0.0347
	0.0153

	rs4957528
	C
	A
	0.015
	0.002
	-0.0036
	0.0061
	
	0.0008
	0.0024
	-0.0051
	0.0021
	-0.0175
	0.0193

	rs329120
	C
	T
	0.014
	0.002
	0.0111
	0.0052
	
	0.0000
	0.0019
	-0.0083
	0.0017
	0.0015
	0.0154

	rs986391
	G
	A
	0.016
	0.002
	-0.0017
	0.0050
	
	0.0071
	0.0020
	0.0016
	0.0018
	0.0180
	0.0164

	rs13153393
	G
	A
	0.020
	0.003
	0.0109
	0.0072
	rs13180204
	0.0016
	0.0031
	-0.0055
	0.0027
	0.0219
	0.0247

	rs245774
	G
	A
	0.013
	0.002
	0.0139
	0.0052
	rs173465
	0.0001
	0.0022
	-0.0070
	0.0019
	0.0034
	0.0171

	rs6935954
	A
	G
	0.014
	0.002
	0.0005
	0.0040
	
	0.0009
	0.0020
	-0.0138
	0.0017
	0.0076
	0.0155

	rs2254710
	C
	A
	0.013
	0.002
	-0.0011
	0.0054
	rs883372
	0.0016
	0.0023
	-0.0031
	0.0020
	0.0224
	0.0178

	rs2894808
	A
	T
	0.022
	0.004
	-0.0031
	0.0084
	
	-0.0003
	0.0036
	-0.0076
	0.0031
	0.0459
	0.0285

	rs12202536
	G
	A
	0.012
	0.002
	-0.0004
	0.0046
	rs12529103
	0.0059
	0.0019
	-0.0019
	0.0017
	0.0008
	0.0151

	rs7766610
	C
	A
	0.018
	0.003
	-0.0087
	0.0060
	
	0.0056
	0.0025
	0.0008
	0.0022
	-0.0253
	0.0196

	rs1922018
	C
	T
	0.014
	0.002
	-0.0017
	0.0049
	
	0.0040
	0.0020
	-0.0057
	0.0018
	-0.0114
	0.0159

	rs10226228
	G
	A
	0.016
	0.002
	0.0151
	0.0050
	
	-0.0007
	0.0020
	-0.0116
	0.0018
	-0.0040
	0.0159

	rs11768481
	C
	A
	0.013
	0.002
	0.0004
	0.0057
	rs11762736
	0.0013
	0.0021
	-0.0010
	0.0018
	0.0296
	0.0176

	rs6962772
	A
	G
	0.016
	0.003
	0.0070
	0.0064
	
	0.0106
	0.0027
	-0.0040
	0.0023
	0.0433
	0.0213

	rs10282292
	C
	T
	0.013
	0.002
	0.0074
	0.0049
	
	0.0005
	0.0020
	-0.0010
	0.0018
	-0.0035
	0.0160

	rs2401924
	G
	C
	0.015
	0.002
	-0.0063
	0.0046
	rs11531592
	0.0025
	0.0019
	0.0044
	0.0017
	-0.0228
	0.0155

	rs7807019
	G
	A
	0.015
	0.002
	0.0020
	0.0046
	
	0.0013
	0.0019
	-0.0106
	0.0017
	-0.0215
	0.0153

	rs6957896
	T
	C
	0.011
	0.002
	-0.0011
	0.0049
	
	0.0008
	0.0019
	-0.0016
	0.0017
	-0.0181
	0.0159

	rs4731925
	T
	C
	0.012
	0.002
	0.0032
	0.0051
	rs1421306
	-0.0034
	0.0021
	-0.0106
	0.0018
	0.0104
	0.0167

	rs35169606
	T
	G
	0.013
	0.002
	
	
	
	-0.0039
	0.0020
	-0.0025
	0.0018
	-0.0158
	0.0181

	rs11783093
	C
	T
	0.023
	0.003
	-0.0034
	0.0064
	
	-0.0034
	0.0027
	-0.0024
	0.0023
	0.0304
	0.0214

	rs2062882
	A
	G
	0.012
	0.002
	-0.0014
	0.0047
	
	-0.0001
	0.0020
	-0.0080
	0.0017
	0.0168
	0.0156

	rs72674867
	A
	T
	0.013
	0.002
	0.0187
	0.0053
	rs12679345
	-0.0004
	0.0022
	-0.0067
	0.0020
	-0.0219
	0.0177

	rs4543592
	C
	T
	0.012
	0.002
	-0.0066
	0.0047
	
	0.0009
	0.0020
	-0.0067
	0.0017
	-0.0271
	0.0153

	rs7039819
	G
	A
	0.013
	0.002
	-0.0027
	0.0046
	rs7025335
	-0.0077
	0.0020
	-0.0106
	0.0017
	0.0092
	0.0159

	rs1246265
	C
	T
	0.013
	0.002
	0.0093
	0.0052
	rs1246292
	0.0056
	0.0021
	-0.0048
	0.0019
	-0.0039
	0.0164

	rs1221148
	C
	G
	0.013
	0.002
	-0.0104
	0.0049
	
	0.0008
	0.0020
	0.0001
	0.0017
	-0.0199
	0.0160

	rs13296519
	T
	G
	0.014
	0.002
	-0.0006
	0.0041
	rs10986849
	0.0036
	0.0020
	-0.0078
	0.0017
	0.0169
	0.0160

	rs113382419
	A
	C
	0.041
	0.003
	-0.0128
	0.0109
	rs3025327
	-0.0045
	0.0031
	0.0053
	0.0028
	-0.0246
	0.0252

	rs11255908
	G
	T
	0.015
	0.002
	-0.0032
	0.0057
	
	0.0001
	0.0023
	-0.0050
	0.0020
	-0.0023
	0.0179

	rs2675638
	G
	A
	0.012
	0.002
	0.0044
	0.0047
	
	0.0017
	0.0020
	-0.0068
	0.0017
	0.0197
	0.0154

	rs10823968
	A
	T
	0.012
	0.002
	-0.0034
	0.0053
	rs7893781
	0.0045
	0.0020
	-0.0040
	0.0018
	0.0062
	0.0159

	rs17553262
	C
	A
	0.018
	0.003
	-0.0073
	0.0082
	
	0.0014
	0.0031
	-0.0112
	0.0027
	-0.0009
	0.0241

	rs7077678
	C
	T
	0.012
	0.002
	-0.0101
	0.0040
	
	0.0009
	0.0020
	0.0016
	0.0017
	-0.0096
	0.0155

	rs12244388
	A
	G
	0.019
	0.002
	0.0088
	0.0040
	rs4532960
	0.0048
	0.0020
	-0.0065
	0.0018
	-0.0046
	0.0159

	rs3896224
	A
	G
	0.014
	0.002
	0.0045
	0.0047
	
	0.0021
	0.0021
	-0.0088
	0.0017
	0.0245
	0.0154

	rs34866095
	G
	A
	0.012
	0.002
	0.0061
	0.0052
	rs1827535
	0.0005
	0.0021
	-0.0019
	0.0018
	0.0227
	0.0164

	rs75742406
	G
	A
	0.014
	0.002
	0.0046
	0.0044
	rs7949405
	0.0011
	0.0022
	-0.0010
	0.0019
	0.0319
	0.0177

	rs17309874
	A
	G
	0.016
	0.002
	0.0309
	0.0045
	
	0.0025
	0.0022
	-0.0083
	0.0019
	0.0569
	0.0173

	rs4391802
	A
	G
	0.015
	0.002
	0.0109
	0.0053
	
	0.0046
	0.0021
	-0.0072
	0.0019
	0.0301
	0.0171

	rs112282219
	A
	G
	0.033
	0.005
	
	
	
	0.0170
	0.0050
	-0.0017
	0.0044
	0.0847
	0.0401

	rs9919670
	A
	G
	0.022
	0.002
	-0.0230
	0.0047
	
	0.0066
	0.0020
	-0.0074
	0.0017
	-0.0009
	0.0156

	rs74086911
	G
	A
	0.021
	0.004
	-0.0006
	0.0092
	rs12307828
	0.0098
	0.0037
	-0.0184
	0.0034
	-0.0300
	0.0291

	rs7297175
	C
	T
	0.012
	0.002
	
	
	
	-0.0034
	0.0020
	-0.0156
	0.0017
	0.0291
	0.0156

	rs10879871
	G
	T
	0.014
	0.002
	0.0019
	0.0050
	
	0.0096
	0.0020
	-0.0084
	0.0018
	0.0161
	0.0162

	rs12831617
	T
	C
	0.013
	0.002
	-0.0032
	0.0058
	rs1380404
	0.0025
	0.0023
	-0.0048
	0.0020
	0.0190
	0.0182

	rs6562474
	C
	G
	0.012
	0.002
	-0.0011
	0.0053
	rs9529137
	0.0047
	0.0020
	-0.0043
	0.0018
	0.0081
	0.0160

	rs7333559
	G
	A
	0.015
	0.002
	
	
	
	-0.0030
	0.0024
	-0.0060
	0.0021
	0.0202
	0.0199

	rs860326
	C
	T
	0.012
	0.002
	-0.0016
	0.0047
	rs864279
	0.0039
	0.0019
	-0.0088
	0.0017
	0.0240
	0.0158

	rs7155595
	C
	A
	0.013
	0.002
	-0.0035
	0.0052
	rs12434503
	0.0040
	0.0020
	-0.0073
	0.0018
	-0.0017
	0.0164

	rs3742365
	C
	T
	0.016
	0.002
	0.0123
	0.0047
	
	0.0059
	0.0020
	0.0059
	0.0017
	-0.0150
	0.0156

	rs35175834
	A
	G
	0.024
	0.002
	-0.0117
	0.0057
	rs8033799
	0.0089
	0.0023
	-0.0129
	0.0021
	-0.0150
	0.0185

	rs28485305
	C
	T
	0.012
	0.002
	0.0050
	0.0047
	rs4887161
	0.0032
	0.0020
	-0.0008
	0.0018
	-0.0080
	0.0157

	rs8042849
	C
	T
	0.028
	0.002
	-0.0069
	0.0042
	rs2036527
	-0.0017
	0.0021
	0.0002
	0.0018
	-0.0049
	0.0160

	rs8042134
	G
	T
	0.014
	0.002
	
	
	
	0.0022
	0.0020
	-0.0079
	0.0017
	0.0003
	0.0162

	rs6598539
	C
	T
	0.012
	0.002
	-0.0002
	0.0039
	rs8027457
	0.0050
	0.0019
	-0.0065
	0.0017
	-0.0055
	0.0155

	rs11861214
	G
	T
	0.014
	0.002
	0.0112
	0.0057
	rs7205124
	-0.0071
	0.0024
	-0.0114
	0.0020
	0.0082
	0.0182

	rs12708665
	G
	A
	0.013
	0.002
	0.0108
	0.0051
	rs13336226
	0.0046
	0.0021
	-0.0089
	0.0019
	-0.0006
	0.0168

	rs57611503
	G
	A
	0.011
	0.002
	
	
	
	-0.0051
	0.0020
	-0.0033
	0.0017
	0.0017
	0.0158

	rs889398
	C
	T
	0.013
	0.002
	0.0166
	0.0039
	
	0.0021
	0.0020
	-0.0018
	0.0017
	0.0273
	0.0154

	rs60952428
	T
	C
	0.019
	0.003
	
	
	
	0.0033
	0.0035
	-0.0079
	0.0031
	-0.0141
	0.0273

	rs1050847
	C
	T
	0.011
	0.002
	-0.0055
	0.0047
	
	0.0034
	0.0020
	-0.0108
	0.0017
	0.0118
	0.0157

	rs369230
	T
	G
	0.013
	0.002
	
	
	
	0.0048
	0.0022
	-0.0052
	0.0019
	0.0118
	0.0171

	rs8614
	A
	C
	0.017
	0.003
	-0.0001
	0.0053
	
	-0.0051
	0.0026
	-0.0041
	0.0022
	-0.0447
	0.0207

	rs732083
	G
	A
	0.012
	0.002
	-0.0135
	0.0070
	rs12940986
	-0.0053
	0.0021
	-0.0081
	0.0018
	0.0039
	0.0161

	rs9904288
	T
	C
	0.012
	0.002
	0.0036
	0.0052
	
	-0.0066
	0.0021
	-0.0106
	0.0019
	0.0285
	0.0169

	rs67596067
	A
	G
	0.013
	0.002
	-0.0030
	0.0050
	rs12600543
	0.0005
	0.0021
	-0.0036
	0.0018
	-0.0028
	0.0162

	rs12967855
	A
	G
	0.012
	0.002
	0.0047
	0.0051
	
	0.0033
	0.0020
	-0.0194
	0.0018
	0.0089
	0.0166

	rs62098013
	A
	G
	0.012
	0.002
	0.0069
	0.0047
	rs1504746
	-0.0047
	0.0021
	-0.0126
	0.0018
	0.0172
	0.0159

	rs71367545
	A
	G
	0.015
	0.002
	0.0096
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	Body mass index genome-wide significant variants
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	Alcohol consumption genome-wide significant variants
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	Educational attainment genome-wide significant variants
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	0.0202

	rs7255223
	C
	A
	0.004
	0.002
	0.0074
	0.0053
	
	-0.0034
	0.0022
	-0.0097
	0.0016
	0.0352
	0.0179

	rs173003
	A
	C
	0.008
	0.002
	0.0014
	0.0053
	rs231238
	0.0011
	0.0020
	-0.0082
	0.0014
	0.0192
	0.0153

	rs4810894
	G
	A
	0.001
	0.002
	0.0073
	0.0049
	rs4810896
	-0.0038
	0.0020
	0.0085
	0.0015
	-0.0078
	0.0161

	rs6123924
	G
	A
	0.001
	0.003
	0.0063
	0.0072
	rs6015540
	-0.0007
	0.0027
	-0.0129
	0.0019
	0.0009
	0.0216

	rs6065080
	C
	T
	0.001
	0.002
	0.0069
	0.0049
	
	0.0069
	0.0020
	0.0130
	0.0015
	-0.0035
	0.0160

	rs743316
	T
	C
	0.001
	0.002
	-0.0027
	0.0058
	 
	-0.0014
	0.0024
	0.0112
	0.0017
	-0.0174
	0.0189

	EA: Effect allele; OA: Other allele; SE: Standard Error
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