Supplementary File S5. Associations of miRNA expression with clinicopathological parameters

Shown are data from associations of the individual or combined relative miRNA expression with clinicopathological parameters, separated in the discovery- and validation patient cohort. Significant associations are indicated in bold. Abbreviations: N= number of patients, p= p-value
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Age at surgery 0.73 0.24

<50 6 12.0 3 10.3 3 14.3 2 4.7 2 7.7 0 0.0

50-75 34 68.0 21 72.4 13 61.9 41 95.3 24 92.3 17 100

>75 10 20.0 5 17.3 5 23.8 0 0.0 0 0.0 0 0.0

Gender 0.85 0.21

female 27 54.0 16 55.2 11 52.4 13 30.2 6 23.1 7 41.2

male 23 46.0 13 44.8 10 47.6 30 69.8 20 76.9 10 58.8

TNM-stage 0.96 0.30

II 7 14.0 4 13.8 3 14.3 36 83.7 23 88.5 13 76.5

III 43 86.0 25 86.2 18 85.7 7 16.3 3 11.5 4 23.5

Tumor location 0.32 0.94

right sided 24 48.0 15 51.7 9 42.9 18 41.9 11 42.3 7 41.2

left sided 24 48.0 12 41.4 12 57.1 25 58.1 15 57.7 10 58.8

rectum 2 4.0 2 6.9 0 0.0 0 0.0 0 0.0 0 0.0

Tumor diameter 0.60 0.85

< 5 cm 33 66.0 20 69.0 13 61.9 22 51.2 13 50.0 9 52.9

> 5 cm 17 34.0 9 31.0 8 38.1 21 48.8 13 50.0 8 47.1

Distant metastasis 0.019 0.003

no 26 52.0 11 37.9 15 71.4 21 48.8 8 30.8 13 76.5

yes 24 48.0 18 62.1 6 28.6 22 51.2 18 69.2 4 23.5

Survival status 0.31 0.027

alive 22 44.0 11 37.9 11 52.4 24 55.8 11 42.3 13 76.5

deceased 28 56.0 18 62.1 10 47.6 19 44.2 15 57.7 4 23.5

low high

Associations of the relative miR-25-3p expression with clinicopathological parameters

total total

validation cohort discovery cohort

low high
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Age at surgery 0.91 0.97

<50 6 12.0 3 11.1 3 13.0 2 4.7 1 4.8 1 4.5

50-75 34 68.0 18 66.7 16 69.6 41 95.3 20 95.2 21 96

>75 10 20.0 6 22.2 4 17.4 0 0.0 0 0.0 0 0.0

Gender 0.17 0.67

female 27 54.0 17 63.0 10 43.5 13 30.2 7 33.3 6 27.3

male 23 46.0 10 37.0 13 56.5 30 69.8 14 66.7 16 72.7

TNM-stage 0.15 0.63

II 7 14.0 2 7.4 5 21.7 36 83.7 17 81.0 19 86.4

III 43 86.0 25 92.6 18 78.3 7 16.3 4 19.0 3 13.6

Tumor location 0.28 0.46

right sided 24 48.0 14 51.9 10 43.5 18 41.9 10 47.6 8 36.4

left sided 24 48.0 11 40.7 13 56.5 25 58.1 11 52.4 14 63.6

rectum 2 4.0 2 7.4 0 0.0 0 0.0 0 0.0 0 0.0

Tumor diameter 0.91 0.88

< 5 cm 33 66.0 18 66.7 15 65.2 22 51.2 11 52.4 11 50.0

> 5 cm 17 34.0 9 33.3 8 34.8 21 48.8 10 47.6 11 50.0

Distant metastasis 0.022 0.001

no 26 52.0 10 37.0 16 69.6 21 48.8 5 23.8 16 72.7

yes 24 48.0 17 63.0 7 30.4 22 51.2 16 76.2 6 27.3

Survival status 0.28 0.004

alive 22 44.0 10 37.0 12 52.2 24 55.8 7 33.3 17 77.3

deceased 28 56.0 17 63.0 11 47.8 19 44.2 14 66.7 5 22.7

Associations of the relative miR-339-5p expression with clinicopathological parameters

discovery cohort validation cohort

total high low total high low
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Age at surgery 0.56 0.29

<50 6 12.0 3 9.1 3 17.6 2 4.7 2 7.1 0 0.0

50-75 34 68.0 24 72.7 10 58.9 41 95.3 26 92.9 15 100

>75 10 20.0 6 18.2 4 23.5 0 0.0 0 0.0 0 0.0

Gender 0.48 0.75

female 27 54.0 19 57.6 8 47.1 13 30.2 8 28.6 5 33.3

male 23 46.0 14 42.4 9 52.9 30 69.8 20 71.4 10 66.7

TNM-stage 0.74 0.63

II 7 14.0 5 15.2 2 11.8 36 83.7 24 85.7 12 80.0

III 43 86.0 28 84.8 15 88.2 7 16.3 4 14.3 3 20.0

Tumor location 0.39 0.41

right sided 24 48.0 17 51.5 7 41.2 18 41.9 13 46.4 5 33.3

left sided 24 48.0 14 42.4 10 58.8 25 58.1 15 53.6 10 66.7

rectum 2 4.0 2 6.1 0 0.0 0 0.0 0 0.0 0 0.0

Tumor diameter 0.89 0.85

< 5 cm 33 66.0 22 66.7 11 64.7 22 51.2 14 50.0 8 53.3

> 5 cm 17 34.0 11 33.3 6 35.3 21 48.8 14 50.0 7 46.7

Distant metastasis 0.013 0.000

no 26 52.0 13 39.4 13 76.5 21 48.8 8 28.6 13.0 86.7

yes 24 48.0 20 60.6 4 23.5 22 51.2 20 71.4 2.0 13.3

Survival status 0.36 0.003

alive 22 44.0 13 39.4 9 52.9 24 55.8 11 39.3 13 86.7

deceased 28 56.0 20 60.6 8 47.1 19 44.2 17 60.7 2 13.3

Associations of the combined miRNA expression with clinicopathological parameters

discovery cohort validation cohort

total both high 1 or 2 low total both high 1 or 2 low


