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Supplementary Table 1. Association of ORAI2 expression with clinicopathologic features in 412 primary GC cases.
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Supplementary Figure 1. IHC scoring standard of TMA.
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Supplementary Figure 2. Full blots of ORAI2, total Akt and Beta actin.
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Supplementary Figure 3. References of 2 μM thapsigargin (TG)-induced Ca2+ release in ORAI2-overexpressed and repressed GC cells.
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Description automatically generated]Supplementary Figure 4. [IC50]c of SOCE inhibitor SKF96365 in GC cells. The IC50 of SKF96365 for NUGC4-Vec is 47.46 µM and for NUGC4-ORAI2 is 74.81 µM; The IC50 of SKF96365 for SUN216-Ctl is 482.7 µM, for SUN216-Sh2 is 423.7 µM and for SUN216-Sh3 is 140.9 µM.
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Supplementary Figure 5. [IC50]c of 2-APB inhibitor in GC cells. The IC50 of 2-APB for NUGC4-Vec is 50.02 µM and for NUGC4-ORAI2 is 127.8 µM.
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Supplementary Figure 6. [IC50]c of FAK inhibitor Y15 in GC cells. The IC50 of Y15 for NUGC4-Vec is 100.7 µM and for NUGC4-ORAI2 is 717 µM; The IC50 of Y15 for SUN216-Ctl is 254.6 µM, for SUN216-Sh2 is 55.69 µM and for SUN216-Sh3 is 59.85 µM.
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Supplementary Figure 7. Scheme of the mechanism by which ORAI2 affects GC cell proliferation, migration and invasion.

Supplementary Video 1. 216-Ctl: fluorescence recovery time after FRAP.

Supplementary Video 2. 216-Sh2: fluorescence recovery time after FRAP.

Supplementary Video 3. 216-Sh3: fluorescence recovery time after FRAP.
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Clinical ORAI2* ) p
* N X )
Characterization up-regulation (%) value
Age(years old)
<59 122 68 (55.7)
2.468 0.115
>59 288 136 (47.2)
Gender
Female 147 66 (44.9)
Male 268 141 (52.6) 2.260 0.133
Differentiation
Well 12 5(41.7)
Moderate 148 69 (46.6) 24.690 <0,0001i
Poor 246 56 (22.8)
Invasion
T1+T2 110 46 (41.8) b
4.542
T3+T4 296 159 (53.7) 0.033
Lymph node metastasis
No 25 14 (56.0)
0.240 0.624
Yes 371 189 (50.9)
TNMstage§
0-I 57 19 (33.3)
11 123 65 (52.8) 3.041 0219
M-IV 212 116 (54.7)

* ORAI2 expression (log2) > 9.20 as up-regulation.

+ Pearson X? test.
I Significance.
§ AJCC/UICC TNM staging system.
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