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[bookmark: _GoBack]Supplementary Figure S3: Segregation of potential causal variants in ARID1B in families 47 and 59.  In both pedigrees, gray symbols represent non-affected individuals (coded as missing in the analysis) and black symbol represent affected individuals.  The diagonal slash through the symbol represents a deceased individual and brackets around an individual’s ID represents individuals who were sequenced.  A) Family 47 pedigree with the first two letters underneath the individual ID represents the individual’s genotype at rs564982701 (major allele = T, minor allele = C) and the second two letters underneath the individual ID represents the individual’s genotype at rs150018283 (major allele = T, minor allele = A).  B) Family 59 pedigree with the two letters underneath the individual ID represents the individual’s genotype at rs187390535 (major allele = C, minor allele = G)

image1.tiff
[47-16)
™

00 ™

[47-17)
cr
ar

47-12

00

00

[47-15]  [(47-7) | 47-999

cr cr 00

AT aT 00
(47-1]  [47-10)  [47-9)
cr cr cr
ar AT ar

59-11 59-9
00 00
59-24 59-57 59-3 59-2
00 00 00 00
[59-26]  (59-69]  [59-1]  59-12 [59-67)  [59-21]  [59-22]
6c cc ac 00 cc cc ac

159-74]
6





