
 

 

Fig. S5 (A) The quantified luminescence signals representing tumor volumes from mice bearing 

orthotopic H1299 tumor xenografts treated with saline (control), and SA (50 mg/kg, I.V.) every 3 

days (n = 6/group). Treatments started 4 days after cell implantation. Data are plotted as mean 

± SD. For statistical analysis, the levels in treated tumors were compared to the levels in 

untreated tumors with a Welch 2-sample t-test. The difference between control and SA was not 

statistically significant. (B) The sequences of Y. pestis HasA and HSPs. The changed amino 

acid residues are indicated. (C) HSP1 and HSP2 bind to heme beads. CA (carbonic anhydrase) 



serves as the negative control while BSA serves as the positive control. These were used and 

described previously by Lal et al, 2018, Nucleic Acids Res, 46: 215-228. (D) HSP2 remains in 

the medium even after prolonged incubation with NSCLC cells. H1299 NSCLC cells were 

incubated with 40 M HSP2 in the medium for the indicated time periods. Then, the proteins in 5 

l medium was analyzed on SDS-PAGE gels. Medium and HSP2 are usually refreshed after 3 

days. Shown in the same gel are samples from RPMI medium (RPMI), RPMI medium with 

HSP2, and RPMI medium + serum. (E) Quantified levels of HSP2 in the medium relative to the 

major serum protein albumin. For statistical analysis, the levels in 1-72 hours of incubation were 

compared to the levels in 0 hour of incubation with a Welch 2-sample t-test. The variations are 

not statistically significant. (F) The DIC and fluorescent images of cells incubated with ZnPP or 

ZnPP+HSP2. H1299 NSCLC cells were incubated with 40 M ZnPP or 40 M ZnPP+HSP2 for 

12 hours. Cells were washed to reduce background fluorescence from the medium before 

imaging. DIC and fluorescent (from ZnPP) images of the cells were taken and shown here. 

ZnPP bound with HSP2 did not enter the cells. (G) ZnPP in the absence of HSP2 entered 

NSCLC cells and co-localized with mitotracker green.  

 


