[bookmark: _GoBack]Figure S1. Study schematic for patients genotyped in this study. Associations with OS were tested using 11,117 genetic variants (1,020 directly genotyped SNPs and 10,097 imputed SNPs and indels) in 295 patients. Abbreviations: indel, insertion/deletion.
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902 patients enrolled on the TARGET trial

334 patients consented for genotyping
(sorafenib arm n=176; placebo arm n=158)

1,536 candidate SNPs from 56 candidate genes
genotyped by lllumina GoldenGate platform

295 genotyped patients in final analyses
(sorafenib arm n=155; placebo arm n=140)

295 genotyped patients and 1,020 SNPs
used for imputation analyses

1,020 SNPs used in analysis; 516 SNPs excluded
after additional QC (100% “missingness,” MAF
<1%, deviation from HWE (P<0.0001), and/or poor
clustering (GenTrain scores <0.4)

Imputation enriched analyses with 10,097
additional germline variants (SNPs and indels)

295 genotyped patients in the final OS
analyses of 11,117 germline variants
(1020 genotyped SNPs and 10097 imputed
SNPs and indels)





