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Cortazar et al, Supplementary Figure 3

A Lu B Marisa
p-value = 0.2278 p-value = 0.0001235
11-

—
o
(o]

Log2 mRNA expression
8 :
Log2 mRNA expression

(00)

[ ]

(o)}
2]

o

N BCa N CRC
Okayama Varambally
C p-value = 0.2958 D p-value = 0.3469

»
—
o

(&)

Log2 mRNA expression
(o]

Log2 mRNA expression

N

N LUAD N PCa



_ Cortazar et al., Supplementary Figure 4
MITF - CRYAB(Pearson correlation)

A. Normal patients
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B. All tumors
Glinsky Grasso Lapointe Taylor
R=0.5074, p-val=2.12e-06 R=0.4366, p-val=0.0001407 R=0.8424, p-val=2.207e-05 R=0.6955, p-val < 2.2e-16
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C. Primary tumors
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D. Metastasis
Grasso Taylor Tomlins Varambally
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