Supplemental Figure 1. Effects on glioblastoma gene expression subtype upon PROX1 overexpression or suppression. Calculations of expression changes of subtype classifier genes according to the RNA-seq data.
The number of centroid genes with a relatively higher or lower expression for the specific centroid are represented in the first column. The genes with no available measurements are then subtracted from the total amount of
classifier genes for each centroid in the second column. Shown are the number of genes corresponding to a fold change (FC) in gene expression higher or lower than 1. In the next the number of positively supporting genes for
each subtype versus the total number of supporting genes is shown. Chi-square test was used to assess the significance of subtype changes.
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* 0 is full negative change of subtype, 50 is neutral, and 100 is full subtype change in a positive direction, ** supporting index rescaled to have scale range from -100 to 100
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