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Table

: SNVs identified by exome-sequencing

gene

contig

position

vef

protein change

shared in E6E7,

E6E7 IDH1mut, postari

1, p

DNAHS

chrs

13729630

G

shared in EGE7 IDHLmuf

postrisis 1, poster

1DHL chr2 209113112 [ C
shared in postcrisis 1, posterisis 5, postcrisis 6

ADD2 chr2 70910857 [G_|T | 1347113311
ATF7IP chriz 14631256 [A |G | K983E

ATRN chr20 3540093 [T |G _|V3896V2736
FGF10 chrs 44388584 [C_|T Vo7V

PTPRN chr2 220160997 [C_|T | C791%,CB20VC7307
SDCL chr2 20405148 [T | C_|D35G,035G
SEMAGA chrs 115782451]G | A |s98al

ska, chr2 135745671 [C_|A_|E257D
Shared in postrisis 1, posterisis 6

NFASC chrl 204537992 |G| T | E295D,£289D,£306D
‘unique to posterisis 1

CHDS chrl 6202594 [C_[A [L705L
DNAHIL chr7 21750245 [C_|A_|T2260T
FAMS5D chril | 114441949|C | A |RA49LRIGSL
HIPK3 chril 33374877 |A_|C_[Li137RLI116F
KDR chrd 55976840|G | A | Passs
LAMAL <hrig 6980521 [T |G | K2002N

NME chris §5198602 |G _|C_|P122A
PPARGCIA | chrd 23816171 |G | T _|A312D
RCBTB2 chri3 45089392 [T | C_[ 1100V

SNX20 <hri6 50707674 |G| A | A198A
ZNF627 chri9 11728631 [A | C | E438A
unique to postarisis 5

BAVBI chrio 28971024 [T | C_[11501

DGKK chrx 50165500|G | T | L26im
GREBL chr2 11773109 [C_|6 [11637M
L3MBTIA__ | chrig 6301902 [C_|A | Va3F

OVCHL chri2 29624862 [C_|A [ G577X
ZNFB0S hr19 57766017 |C_|T | VA77%Y6107
unique to posterisis 6

cPOX chr3 98309587 [C_ [T | splicing
DSCRE chr2T 38390466 |G| T | G178C
NBEALL chr2 204064105 |G| A | 123620
PPP2R2A | chrs 26221337|G | A | M31liM30L
RARRESL | chr3 158428532 [A [T _[1177K
SLC22A7 chre 23266391 |C [T [aQsox

TRIO chrs 14203214 [C [T [Q3sax
ZNF782 [chrs 59581330 |G| A [ L3250





