Supplementary Table II
	Cell line
	p53 status
	Treatment
	Relative distribution in cell cycle

	
	
	
	G0/G1
	S
	G2/M

	RKO
	wt
	control

RT

p53-siRNA + HT

HT

RT+HT
	50.2 ( 2.2
66.6 ( 2.1
58.6 ( 1.4
31.4 ( 1.0
27.9 ( 1.8
	15.4 ( 0.7
14.0 ( 1.1
14.2 ( 0.6
15.3 ( 2.1
9.9 ( 1.4
	34.4 ( 1.4
19.4 ( 1.4
27.2 ( 0.6
53.3 ( 2.4
62.1 ( 1.1

	HCT116
	wt
	control

RT

p53-siRNA + HT

HT

RT+HT
	58.9 ( 2.2
59.8 ( 2.4
55.3 ( 1.5
28.9 ( 1.7
32.8 ( 2.8
	19.4 ( 0.6
14.0 ( 1.7
10.5 ( 1.0
12.8 ( 1.4
9.8 ( 0.8
	21.8 ( 1.0
26.2 ( 0.2
34.1 ( 1.8
58.3 ( 1.3
57.4 ( 2.1

	LNCaP
	wt
	control

RT

p53-siRNA + HT

HT

RT+HT
	67.0 ( 0.7
62.6 ( 0.9
64.4 ( 2.2
43.5 ( 0.5
52.8 ( 2.0
	13.2 ( 0.4
14.4 ( 0.2
12.8 ( 1.1
18.4 ( 0.6
15.6 ( 0.9
	19.8 ( 0.4
23.0 ( 1.0
22.8 ( 1.3
38.1 ( 0.5
31.6 ( 2.3

	HT3
	mut
	control

RT

p53-siRNA + HT

HT

RT+HT
	37.0 ( 0.4
43.7 ( 1.5
37.9 ( 1.6
38.1 ( 0.6
39.7 ( 0.9
	23.7 ( 0.8

21.4 ( 1.2

19.0 ( 0.7

22.1 ( 0.6

18.4 ( 1.3
	39.2 ( 1.2

34.9 ( 0.7

43.0 ( 0.3

39.7 ( 0.4

41.8 ( 1.5

	C33A
	mut
	control

RT

p53-siRNA + HT

HT

RT+HT
	50.1 ( 1.7

47.6 ( 2.0

53.1 ( 0.3

45.4 ( 0.9

49.3 ( 1.3
	25.8 ( 2.6

19.0 ( 1.6

14.7 ( 0.9
20.2 ( 1.1
25.1 ( 2.0
	24.1 ( 5.6
33.4 ( 1.4
32.2 ( 1.0
34.3 ( 1.5
25.6 ( 3.3

	Du145
	mut
	control

RT

p53-siRNA + HT

HT

RT+HT
	64.0 ( 1.6
64.7 ( 1.9
65.3 ( 0.3
67.1 ( 1.0
63.6 ( 0.7
	15.0 ( 1.4

13.6 ( 0.4

14.4 ( 0.3

12.7 ( 0.7

14.2 ( 0.8
	21.0 ( 1.2

21.7 ( 0.6

20.3 ( 0.6

20.2 ( 0.9

22.2 ( 0.1

	HCT116p53-/-
	null
	control

RT

p53-siRNA + HT

HT

RT+HT
	66.8 ( 0.4

64.7 ( 1.3

66.2 ( 1.5

68.8 ( 0.4

67.0 ( 0.5
	15.2 ( 0.7

15.7 ( 0.6

15.2 ( 0.7

13.7 ( 0.5

14.8 ( 0.4
	18.0 ( 0.5

19.7 ( 1.0

18.6 ( 0.4

17.6 ( 0.4

18.3 ( 0.5

	PC3
	null
	control

RT

p53-siRNA + HT

HT

RT+HT
	58.8 ( 1.2

56.8 ( 0.5

56.9 ( 0.9

57.7 ( 3.5

61.1 ( 0.8
	17.3 ( 0.5

18.6 ( 0.8

24.8 ( 1.4
17.0 ( 0.5
14.5 ( 1.1
	24.0 ( 0.7
24.6 ( 0.5
18.3 ( 0.8
25.3 ( 2.3
23.9 ( 0.3
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