
Supplemental Table S3.  MCPyV detection in MCC tumors by qPCR, immunohistochemistry, and transcriptome sequencing. 

 

Case 

MCPyV 
status 
(qPCR) 

MCPyV 
copies/ 
genome 
(qPCR) 

MCPyV 
IHC 

MCPyV 
reads 

(RNAseq) 

MCPyV 
reads   

(EC-Seq) 
MO_1109 negative 0 negative 0 0 

MO_1160 negative 0 not done 0 0 

MCC 274 negative 0 negative ND 0 

MCC456 negative 0 negative 39 ND 

MCC611 negative 0 negative 0 0 

METMCC603 negative 0 negative 0 0 

METMCC624 negative 0 negative 46 1 

METMCC627 negative 0.0006 negative 0 0 

METMCC862 negative 0 negative 0 0 

MCC 345 positive 3.8 positive 4217 31 

MCC 569 positive 0.44 positive 4461 93 

MCC 582 positive 0.66 positive 24356 169 

METMCC578 positive 0.55 positive 5928 90 

METMCC614 positive 3.7 negative 26350 340 

METMCC661 positive 0.46 positive 2335 21 

METMCC682 positive 1.16 positive ND 255 

 

RNAseq: polyA transcriptome sequencing 
EC-Seq: Exome-capture transcriptome sequencing 
IHC: immunohistochemistry 


