
Supplemental Figure legends 

Supp. Table 1. Summary of EGFR, KRAS, NRAS and P53 mutation status in 18 human 

NSCLCs and 27 pancreatic directly xenografted low passage tumors. 

Supp. Figure 1. FAK activity is significantly higher in erlotinib-resistant cells from lung 

and H&N origin. Total cell lysates were extracted from two pairs of lung (H358/H1703 

and Calu3/Calu6) and two pairs of H&N (SCC-S/SCC-R and JHU011/JHU028) cancer 

cell lines and were subjected to immunoblot analysis with antibodies specific for 

phosphorylated and total FAK. -actin was used a loading control. 

Supp. Figure 2. TGF induces EMT-associated kinase switch promotes erlotinib-

resistance of tumor cells. A. Erlotinib sensitive cell lines H292 and SCC-S were treated 

with TGFβ1 (4 ng/ml) for 21 days and immunoblot analysis was performed with 

indicated antibodies. B. Parental and TGFβ-induced H358 and SCC-S cells were 

treated with erlotinib for 72 hours and cell viability was assayed. Values were set at 

100% for untreated controls. C. Protein lysates were extracted from H358 and SCC-S 

cells treated or untreated with TGFβ for 21 days and immunoblot analysis was 

performed with antibodies against indicated phospho RTKs. -actin was used as a 

loading control. 

Supp. Figure 3. Levels of Mig6 protein in the panel of 25 human cancer cell lines with 

known erlotinib resistance was identified by immunoblot analysis followed by 

densitometric quantification. The expression level of Mig6 was plotted against IC50 of 

corresponding cell line. 

Supp. Figure 4. A. Mig6(mRNA)/miR200 ratios plotted on the linear scale. Each bar 

represents the Mig6(mRNA)/miR200 ratio of an indicated cell line. B. The exposure 

density of both EGFR and Mig6 blotted on the same membrane were quantified by 

densitometry and the values of Mig6/EGFR ration for every cell line were plotted on the 

linear scale. 

Supp. Figure 5. RNA was extracted from 18 human NSCLCs and 27 pancreatic directly 

xenografted low passage tumors. Levels of miR200c were measured by quantitative 

RT-PCR and mRNA levels of Mig6 and EGFR were determined by Affymetrix 

expression array. Expression levels of A. miR200c, B. Mig6 mRNA or C. EGFR mRNA 

transcripts were plotted against erlotinib responsiveness.  


