
Supplemental Results 

 

Table S1 GRK5 phosphorylates non-GPCR substrates. Phosphorylated proteins enriched 

in shCon-PC3 cells compared to shGRK5-PC3 cells were excised and analyzed by MS. 

Identified proteins are grouped according to function.  

 

(A) Cytoskeletal remodeling: 

1) ARP3 actin-related protein 3 homolog 

2) actinin, alpha 1 

3) actinin, alpha 4 

4) moesin 

5) coronin, actin binding protein, 1C 

 

(B) Carbohydrate metabolism 

1) UDP-glucose dehydrogenase 

2) aldolase A, fructose-bisphosphate 

3) aldolase C, fructose-bisphosphate 

4) enolase 1 alpha 

5) glucose phosphate isomerase 

6) glucose-6-phosphate dehydrogenase 

7) glucosidase, alpha 

8) phosphogluconate dehydrogenase 

9) similar to Pyruvate kinase, isozymes M1/M2  

 

(C) Fatty acid metabolism 

1) hydroxyacyl-Coenzyme A dehydrogenase/3-ketoacyl-Coenzyme A thiolase/enoyl-

Coenzyme A hydratase 

 

(D) Protein metabolism 

1) glutamic-oxaloacetic transaminase 2, mitochondrial (aspartate aminotransferase 2) 

2) prolyl 4-hydroxylase, beta polypeptide 

3) protein arginine methyltransferase 1 

4) protein disulfide isomerase family A, member 3 

5) protein disulfide isomerase family A, member 4 

6) protein disulfide isomerase family A, member 6 

7) tryptophanyl-tRNA synthetase 

 

(E) Nucleotide metabolism 

1) UDP-glucose dehydrogenase 

2) glycyl-tRNA synthetase 

3) terminal uridylyl transferase 1, U6 snRNA-specific 

4) tryptophanyl-tRNA synthetase 

 



(F) ER stress and protein maturation and trafficking 

1) heat shock 70kDa protein 8 

2) heat shock 70kDa protein 9  

3) heat shock protein 90kDa alpha, class A member 2 

4) heat shock protein 90kDa alpha, class B member 1 

5) heat shock protein 90kDa beta (Grp94), member 1 

6) sorting nexin 6 

 

(G) Transcription and Translation 

1) PRP19/PSO4 pre-mRNA processing factor 19 homolog (S. cerevisiae) 

2) eukaryotic translation elongation factor 1 alpha-like 7 

4) eukaryotic translation elongation factor 2 

5) polypyrimidine tract binding protein 1 

6) regulator of chromosome condensation 2 

7) similar to eukaryotic translation initiation factor 4A 

 

(H) Protease related proteins 

1) SET nuclear oncogene; similar to SET translocation 

2) glucosidase, alpha; neutral AB 

 

  



Figure S1 GRK5 phosphorylates non-GPCR 

substrates. Phosphorylated proteins were fractionated 

on SDS-PAGE and those enriched in shCon-PC3 

cells compared to shGRK5-PC3 cells (examples 

marked with arrows) were excised and analyzed by 

MS. 

 

 

 

 

 

Figure S2 Moesin regulates migration and invasion of PCa cells. (A) A representative 

Immunoblot of moesin. Lysates from PC3 and DU145 cells with or without moesin 

(MSN) gene silencing were processed for moesin detection by Western blot, with 

GAPDH as a loading control. (B) Silencing of moesin inhibits PCa cell migration. 

Migration of PCa cells was examined using Boyden chamber and stained with Diff-Quik, 

and examined by microscopy. Migrating cells were counted from 3 random fields for 

each sample using ImageJ software. The bar graph shows quantitation of migrating cells. 

Data are expressed as mean ± s.e.m; *, P < 0.05 vs. corresponding control. (C) Silencing 

of moesin inhibits PCa cell invasion. Invasion of PCa cells was examined using Boyden 

chamber coated with fibronectin and stained with Diff-Quik, and examined by 

microscopy. Invading cells were counted from 3 randomly-selected fields for each 

sample using ImageJ software. The bar graph shows quantitation of invading cells. Data 

are expressed as mean ± s.e.m. *, P < 0.05 vs. corresponding control. 

 

 


