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Supplementary Methods S1 

 
Creating cervical cancer specific hypoxia gene sets:  

         2902 probes had a >2-fold change in expression after hypoxia treatment (0.2% O2 for 

24h) compared with control (normoxia) in at least one of the HeLa, SiHa and CaSki cell 

lines, corresponding to 2497 unique gene IDs. A number of other studies have been published 

where hypoxia regulated genes are reported (1-15), and 469 of the 2497 genes that were 

hypoxia regulated in our cervical cancer cell lines were also described to be hypoxia 

regulated in one or more of these published articles. Out of these, 286 genes were up-

regulated in the cervical cell lines and were included in the gene set “Hypoxia cervical up & 

literature”. The remaining 183 were down- regulated and constituted the gene set “Hypoxia 

cervical down & literature”. Additionally, two other hypoxia gene sets were made from genes 

which were up- or down- regulated, respectively, by >2-fold in all three cervical cancer cell 

lines, but not necessarily known hypoxia regulated genes from the literature. These were 

named “Hypoxia cervical up x3” and “Hypoxia cervical down x3”, and included 79 and 10 

genes, respectively. The four created hypoxia gene sets together with fold-change of 

individual genes after hypoxia treatment, are listed in Supplementary Methods S2.  

 

The up- and down -listed gene signatures were based on the direction of regulation by 

hypoxia in the cell lines. If a gene was >2x up-regulated in one cell line, and >2x down-

regulated in another, or the contrary, it was excluded from the lists.  
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