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Figure S2-A
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Figure S2-B
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Figure S3

Multi-copy Alterations
(using sample-specific thresholds and excluding samples without arm-level changes)
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Figure S4-A
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Figure S4-B
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Colorectal Carcinoma

Figure S5-A
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Gastric Adenocarcinoma

Figure S5-B
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Esophageal Adenocarcinoma

Figure S5-C
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Figure S10
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