Metastaxix

Proliferation

ADRE2
DUSPY
MAPZET
PPP2CA

MTAL
RSRC2
UTPZ0
CDx4

MMP2
MMP3

FILIP1L
SDF-1
CADMI1
BTGL
ADREZ2
ADAMTSIL
MAS]
PURA
ERT2
EGFR
FGa
CDC2LS
TSPAN31
COLA4AS
FURIN
HCLS1
SLAMFI1
TNFESF2
GAL
FOXCI1
BECLS
CUL3
RSRC2
NDP
RPS27
EIFzC
CSK
HHEX
CULlL
TOE1L
PTPNS
Sl0046
ELF4
NCK1
UTPZ0
MAGEDI]
IFITM1
ACVER2ZA
CGRRF1
EZF1

adrenergic, beta-2-, receptor, surface
dual specificity phosphatasze 9
mitogen-activated protein linase kinaze 7

protein phosphatase 2 (formerly 2.4 catalytc subunit, alphaisoform

metastasis associated 1

argininefserine-rich coiled-coil 2

UTP20, small subunit {SSU) processome component
CD44 molecule {(Indian blood group)
matrixmetallopeptidase 2

matrixmetallopeptidase 3

filamin A interacting protein 1-like

stroma derived factor-1

cell adhesion molecule 1

B-cell tranzlocation gene 1, anti-proliferative
adrenergic, beta-2-, receptor, surface

A DAM metallopeptidas e with thromboszpondin type 1 motf 1

MAS] oncogene

purine-rich element binding protein A

keratin 2

epidermal growth factor receptor

fibrinogen alpha chain

cell divizsion cycle 2-like 5

tetraspanin 31

collagen, type IV, alpha 3

furin

hematopoietic cell-specific Lyn substrate 1
signaling lynp hocytic activation molecule family member 1
tumor necrosis factor receptor sup erfamily, memhber 9
galanin prepropeptide

forichead box Cl

B-cell CLL/lIymphoma &

cullin 3

argininefserine-rich coiled-coil 2

Nomie disease

ribosomal protein S27

kinesin family member 2C

c-src tyrosine kinase

hematopoisetically expressed homeobox

cullin 1

tranzducer of EREBEZ, 1

protein tyrosine phosphataz e, non-receptortype 6
S100 calciumbinding protein A6

Ernppel-like factor 4 {gut)

NCK adaptor protein 1

UTPZ0, :mall subunit {(SSU) processome component
melanoma antigen family D, 1

interferon induced transmembrane protein 1
activin A receptor, type ILA

cell growth regulator with rving finger domain 1

EZF transzcription factor 1

19.67
11.39
741
3.89

9.76
5.38
3.02
2.14
4.32
5.21

157
11.2
28.89
28.22
19.67
16.24
15.41
15.28
15.26
136
12.23
11.24
10.85
9.88
9.56
9.38
845
g8.11
7.55
7.5
7.1
5.56
5.38
5.02
4.86
393
375
3.66
361
3.36
3.36
3.34
317
3.11
3.02
2.98
293
263
263
2.57

20.56
15.37
8.93
4.03

10.93
5.55
2.58
2.95
543
3.65

127.13
132
315.15
29.83
20.58
10.2
14.33
18.15
16.57
8.87
7.2
13.32
10.48
843
9.21
9.09
11.43
6.8
8.20
6.58
3.88
6.5
5.55
5.58
5.76
4.33
2.79
3.5
3.55
3.04
2.25
38
345
744
2.58
278
4.23
3.21
2.03
2.51




