Cull Cyxle CITEDZ2 Cop/p300-interacting tran s activatar, 2 23.8 TETS
FGD1 FYVE Rhol(GEF and Pl domain containing 1 34.05 77
1 cull adhesion molacule 1 2B.BD 25.15
BTG B-cuell translocation gene 1, anti-proliferatve 2B.22 29.8B3
IMUSE rruuscle, skalatal, receptor tyrosine kdnasze 15.02 1534
TRMN1 ubinuclein 1 14.59 1274
BECEFR epidermal growth factor receptor 135 BE.BET
RASEFZ Razx association (RalCDS/AF-) domain farmly mambar 2 13.1B 1224
ZFER1 sar-1 homolog (C eslagans) 13.02 9.38
FRIXL7 FYrooxandleucine-rich repeat protein 7 1291 E.11
TTREIT.S ubiquitinconjugating ensyrmea F2T. 6 1274 13.94
HERLCS hect domain and RI.D 3 1200 S.1E
hOG 1998937 major histocorpatibility corplex, class IT 11.93 1531
sctodysplasin A receptor 11.73 13.BEB
CDC2LS call divizsion cycla 2dilka 5 11.24 1332
D40 CD40 molecula, TINF receptor superfarily mamber 5 10.97 925
IMNEITET2 nescient helixloop halix 2 10.93 1287
IFNAS interforon, alpha 5 102 T.BS
CEHFR checkpoint with forkhead and ring finger domains 2.53 1026
CEMEC1AL casmpin Minase 1, alpha 1 2.9 1127
DrIAT1 deleted in malignant brain tumors 1 2.7 11.55
DDX3I (Asp-Gu-Ala-Asp) boxpolypeptide 3, Xlinkad 2.0s & 54
PTP4AS protain tyrosine phosphatase type I'VA, mambar 3 E.EQ 227
RECE RECE homolag (yeast) E.ES 2.01
BEIF4aC2 sulmryotic translaton initation fastor< garmoma, 2 E.E 7.38
PRIY protain kinase, Y-linkad B.7S 5921
PER]1 period homolog 1 (Drosophila) BE.&7 T.44
HLAP XH-linkad inhibitor of apoptosis B.54 2.14
PhAL. promyelocytc laukarmia EAS .14
ICET1I1ICR2A  loss of heterosygosity, 11, chromos omal region 2, gene A E3] 2.03
HIST 1EI= histone cluster 1, Fi4g B.O7T 12.14
YT myosin, light chain 4, allali, atrial, embry onic ToE 5.24
HIST X (nactve)=specific transeript non-protein coding) T.53 12.13
FCRC] forkhead box C1 7.5 &. 5B
H2ATFS A histone family, mamber 3 T.AR 5. 65
BCL.S Beall CLIflyrrphoma 6 (xinec finger protain 51) 7.1 A.BB
PPIG peptidylprolyl isomearasz e G{cyclaphilin ) TO5 E.3&
TRAREDTS ubiquitin conjugating ensyrma F2T7.3 S.BE2 5. 54
BAS BCIll-associated X protein sa9 T4
TTRE2I< ubiquitinconjugating ensyma F2D <4 (putativa) S04 537
HIFTIEFIZAE hiztone cluster 2, Flbe 599 &. 36
DCECA diacylglycerol kinaze, alpha 8G«dDa 5.9 S92
FRIXSF2 Fooxand WD repeat domain containing 2 5.71 5.53
HrpIGAD high mobility group AT-hoolk 2 5.62 T.BS
RAP1A RAP1A, mamber of RAS oncogane farmily S.5B 2.37
CUL3 cullin 3 5.56 &.5
ARCCS ABRCAIMARCAZ-containing compleax, subunit 3 £ &.73
JTARID 1A jamoni., AT rich interactve domain 1A s 3B 4.97
TTRE201 ubiquitinconjugating ensymea F20Q farmgdly meamber 1 528 S.B2
CRLE Cas-Br-MM (rourine) scotropic retroviral transfonrmng sequence b 5.12 4.09
ARCD arginasa,type I 5.01 395
DS DEAD (Asp-Cu-Ala-Asp) boxpolypeptide 5 487 4.55
FANCC Fanconi anermia, corplamantaton group O 4.76 3.59
CNOTS CCRA-MNOT transcription complex subunit 3 4.72 “4.7
»IDZ midline 2 4.72 4.12
BOCES suppress or of cytokine signaling & 4.7 4.91
PARDAA par-Spartitoning defective 6§ homolog alpha (C elagans) 467 4.33
RANABPYS RAMN binding protein 9 4.65 a.sa
ARE brain and reprmmductive organ-ampres s ad (TINFRSF 1A modul ator) 4.53 4.09
CoAT Blycine C-acetyltransforase (2-amino-3-3amtobutyrate comsyma A ligasa) 4.51 3.as
ETAC str l antigen 2 4.48 3.29

Wang et al., Supplemental Table 1.



