
Figure Legends – Supplementary Data 

Supplementary Figure S1: Expression of SCG10 in NSCLC tissues. (A) The relative 

SCG10 transcript levels were analyzed in primary human NSCLC tissues compared to 

respective non-tumorous lung tissues. The horizontal line represents the threshold for the 2-

fold induction of respective mRNAs. For normalization β2-microglobulin transcript levels 

were determined. (B) Exemplary SCG10 protein expression in 6 non-tumor (NT) and tumor 

(T) sample pairs are shown. Actin was used as loading control.  

Supplementary Figure S2: Expression of stathmin and SCLIP in NSCLC cell lines. 

Protein levels of SCC (Calu-1 and H157) and adenocarcinoma (H1299, A549, and Calu-6) 

cell lines (20 µg/lane) were determined using western immunoblotting. Actin was used as 

loading control. 

Supplementary Figure S3: Efficient reduction of stathmin and SCLIP mRNA after 

gene-specific inhibition by RNA interference (semi-quantitative real-time PCR). In Calu-

1 cells a reduction of >95% on transcript levels was achieved for stathmin three days after 

transient transfection of independent siRNA (siRNA#1 and siRNA#2, 20 nM each) as 

compared to untreated cells and nonsense siRNA transfected cells (two independent siRNAs). 

In Calu-6 cells diminished mRNA levels for stathmin (>80%) and SCLIP (>60%) were 

achieved. In addition, the combined inhibition of stathmin and SCLIP was attained after 

combined transfection of two siRNA (siRNA #1 targeting stathmin with siRNA #1 targeting 

SCLIP; siRNA #2 targeting stathmin with siRNA #2 targeting SCLIP; 20 nM each). 

Concentrations of control (nonsense) siRNAs were adjusted accordingly (20 nM nonsense 

siRNA #1 and 20 nM nonsense siRNA #2 – final concentration 40 nM). Untreated cells were 

used for calibration. 

Supplementary Figure S4: Expression of FBP-1 correlate with SCG10 at the transcript 

level. The relative FBP-1 and SCG10 transcript levels were analyzed in 36 primary human 



NSCLC tissues compared to respective non-tumorous lung tissues. Data were adjusted in 

decreasing order of SCG10. For statistical correlation Spearman an analysis was performed.  

Supplementary Figure S5: Reduction of stathmin and SCLIP bioavailability increased 

responsiveness to irradiation. The effects on tumor cell viability (MTT-assay) of Calu-1 

cells after stathmin inhibition and Calu-6 cells after single as well as combined gene knock 

down of stathmin and SCLIP were analyzed 4 days after siRNA transfection. Cells were 

irradiated 2 days after transfection (6 and 8 Gy). *p < 0.05, **p < 0.01, ***p < 0.001 (Mann-

Whitney U-test). Nonsense siRNA-transfected cells were utilized for statistical evaluation. 


