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Supplementary Figure 1.- Folate-FITC intemalization ability of M-CSF-primed M2 macrophages. Intemalization was done

for 1 hour at 37°C and cells were subsequently cither untreated (empty histogram, black line) or subjected to an acidic cold

wash with PBS 50 mM Glycine pH 3.2 (empty histograms, grey line) to eliminate cell surface-bound fluorescence.

Autofluorescence of cells is indicated (grey histogram). In all cases, the percentage of fluorescence-positive cells and the mean
intensity (betws hesis)are indicated.
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Supplementary Figure 2.- A. FOLRI, FOLR? and FOLR3 mRNA expression levels determined by qRT-PCR in
HeLa cells, M2 (MCSF) macrophages and peripheral blood monocytes, and expressed as Nomnalized Fold
Expression (relative to 18S tRNA levels). Shown is the mean and standard deviation of triplicate determinations
for each gene. B. FOLRI, FOLR?2 and FOLR3 mRNA expression levels determined by qRT-PCR in three different
M2 t fons, and expressed as lized Fold ion (relative to 18S rRNA levels). Shown
is the mean and standard deviation of triplicate determinations for each gene.
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Supplementary Figure 3.- FOLRI, FOLR? and FOLR3 mRNA expression levels in CD14+ TAM macrophages from Breast
Adenocarcinoma (Breast TAM), Gastric carcinoma (Gastric TAM) and Meclanoma (Melan. TAM), as determined by GRT-PCR. HeLa
cells and peripheral blood monacytes were analyzed in parallel for control purposes. Results arc expressed as Nomalized Fold
Expression relative to GAPDH mRNA levels in cach case. Shown is the mean and standard deviation of triplicate determinations.
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