
Table S1: PCR primer sequences for amplification of SLCO2A1 (c.584C>A, p.104G>STOP) 
mutant position in germline DNA.

Both the forward and reverse primers were tagged with universal M13 forward and M13 reverse 
oligos at the 5’ ends, respectively.  Sanger sequencing was performed using universal M13
sequencing primers from both directions.

Forward_primer_sequence Reverse_primer_sequence produc
t size

SLCO2A
1

GTAAAACGACGGCCAGTTGTTCACCCATTCCTTA
CCC

CAGGAAACAGCTATGACGGGCCTCTTGTCTCACT
CAG 285



Table S2: PCR primer sequences for amplification of SLCO2A1 coding sequence in formalin-
fixed paraffin-embedded colon tumor DNA.

Forward_primer_sequence Reverse_primer_sequence
prod
uct 
size

SLCO2A1-1_1 GTAAAACGACGGCCAGTGGCTCCGGCAGACAGA
AG

CAGGAAACAGCTATGACGCTCCGCGAATC
TCCTC 330

SLCO2A1-1_2 GTAAAACGACGGCCAGTCCTTAATGTTGCCGAA
GACC

CAGGAAACAGCTATGACCTGGCTCAGTCT
CCGCTC 261

SLCO2A1-2_1 GTAAAACGACGGCCAGTTCCTGGATCTTGTGGTC
AGC

CAGGAAACAGCTATGACCTGCAGCTCTGC
CAACTCC 212

SLCO2A1-2_2 GTAAAACGACGGCCAGTACTGGAGAGCCCAAAG
CG

CAGGAAACAGCTATGACCTAACAGATGG
CTGGGAGGG 210

SLCO2A1-3_1 GTAAAACGACGGCCAGTTGTGAGATGTTCACCC
ATTCC

CAGGAAACAGCTATGACGGAGGTCTCTTC
CTGGCTG 177

SLCO2A1-3_2 GTAAAACGACGGCCAGTTACTGGTAGGGCTCGG
AGAG

CAGGAAACAGCTATGACAGATCAGCAAT
GCCATCCTC 182

SLCO2A1-3_3 GTAAAACGACGGCCAGTCAGCCAGGAAGAGACC
TCC

CAGGAAACAGCTATGACGTCTTCTCTGTG
GGTGGGTG 194

SLCO2A1-4_1 GTAAAACGACGGCCAGTGCTACATCAGGACCTC
ACCC

CAGGAAACAGCTATGACAGACCAGCAGC
ATGTGGG 219

SLCO2A1-4_2 GTAAAACGACGGCCAGTTAGGAGATCCCAAATG
GCTG

CAGGAAACAGCTATGACAGCTCTGCCAG
AAGCATTG 194

SLCO2A1-4_3 GTAAAACGACGGCCAGTATGCTGCTGGTCTCCTT
CTG

CAGGAAACAGCTATGACGAGAAAGGCCG
GGTTTG 222

SLCO2A1-5_1 GTAAAACGACGGCCAGTTGTTCTGATTGGATGAG
GGG

CAGGAAACAGCTATGACCTGTATTTGGAC
CGGCTTTC 193

SLCO2A1-5_2 GTAAAACGACGGCCAGTCCCTGCCATAGTCCAC
AAAG

CAGGAAACAGCTATGACCAAGGCTGCCA
AACTCTCTC 183

SLCO2A1-6_1 GTAAAACGACGGCCAGTCCCACATCCCTTTCTTC
AAC

CAGGAAACAGCTATGACGATGGATTGGA
GCCTGGTG 197

SLCO2A1-6_2 GTAAAACGACGGCCAGTAGGGGAAAGAGGTGAG
AACC

CAGGAAACAGCTATGACTCCTGGGAAGA
AAATCAGTG 238

SLCO2A1-7 GTAAAACGACGGCCAGTCCTGGCCACTATCCCCT
C

CAGGAAACAGCTATGACGGAAGGGTGGC
TACAGTGAG 232

SLCO2A1-8_1 GTAAAACGACGGCCAGTGAGTGCCTGCCTCCTG
G

CAGGAAACAGCTATGACCACCTTCTCCTC
CGTCATTG 192

SLCO2A1-8_2 GTAAAACGACGGCCAGTCTGCTGAGGTGCCATA
CTGC

CAGGAAACAGCTATGACAGGGTTTCCATG
CATCTTTC 180

SLCO2A1-8_3 GTAAAACGACGGCCAGTCAATGACGGAGGAGAA
GGTG

CAGGAAACAGCTATGACCATCCCCTAGGT
GTGCCTG 185

SLCO2A1-9_1 GTAAAACGACGGCCAGTTAACAGCCAGATCTAA
GCCC

CAGGAAACAGCTATGACATTCCCCGCATA
GCTACCAC 204

SLCO2A1-9_2 GTAAAACGACGGCCAGTTAGACTTCGGCCACAG
TTGG

CAGGAAACAGCTATGACCTTGGGGATGCT
GTTTGG 190

SLCO2A1-9_3 GTAAAACGACGGCCAGTATGATGGTGGTAGCTA
TGCG

CAGGAAACAGCTATGACTTTGTAGCCCAC
ATGCAGTC 206

SLCO2A1-10_1 GTAAAACGACGGCCAGTTGAGCTCCGAGATCCT
GTG

CAGGAAACAGCTATGACTCTATCTTCCAC
CCGGTCTG 194

SLCO2A1-10_2 GTAAAACGACGGCCAGTGCTCATGTTGATGTTGC
TGC

CAGGAAACAGCTATGACCCGCAGTCTCCT
GCCTG 160

SLCO2A1-10_3 GTAAAACGACGGCCAGTCCATTGTCTCCACAGAC
CG

CAGGAAACAGCTATGACACACTGGGCTG
GAGTGTAGG 200

SLCO2A1-11_1 GTAAAACGACGGCCAGTCGCAAAGTCAAAGGGA
GATG

CAGGAAACAGCTATGACCTGTGCCCACTT
CCTGCTC 198

SLCO2A1-11_2 GTAAAACGACGGCCAGTGGTTGTGGGAGATGCA
GG

CAGGAAACAGCTATGACTTTGAACTGCAG
CTGTGTGAC 171

SLCO2A1-11_3 GTAAAACGACGGCCAGTAGGAAGTGGGCACAGG
G

CAGGAAACAGCTATGACCAAGAGCTGGT
GCAGACG 200

SLCO2A1-12 GTAAAACGACGGCCAGTACCCATAGCCTTCAGA
TGCC

CAGGAAACAGCTATGACCTTACCCAAGG
GATCGTGC 229

SLCO2A1-13_1 GTAAAACGACGGCCAGTACTGTCATCTCAAGCCC
AGG

CAGGAAACAGCTATGACCACCATTGACCA
CTCCTGC 185

SLCO2A1-13_2 GTAAAACGACGGCCAGTCATAGTAGGCGCAGGC
CC

CAGGAAACAGCTATGACGACACCTCTGCC
TGCAGTTC 189



All the above primers are tagged with universal M13 forward and M13 reverse oligos at the 5’ 
ends of forward and reverse primers, respectively.  Sanger sequencing was performed using 
universal M13 sequencing primers from both directions.

SLCO2A1-14_26 GTAAAACGACGGCCAGTGACGTGTTAACATTAG
TGAGTATAGGC

CAGGAAACAGCTATGACGCTGCTTTGCTT
CATCAGC 193

SLCO2A1-14_27 GTAAAACGACGGCCAGTGGGTGGGGTCAGATGA
GG

CAGGAAACAGCTATGACGGATGTGGGCT
GCAGAG 215


