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Supplementary Tables:

Table S1: Studies mSWISNF and ICls. Published literature to date examining mSWI/SNF
alterations and ICls.

Table S2: Oncopanel Gene List. List of genes covered by each of the Oncopanel versions (1-
3.1)

Table S3: Master table of the DFCI cohort. Clinical, pathological, and molecular covariates for
676 patients treated with ICls at DFCI.

Table S4: Master table of the MSKCC cohort. Clinical, pathological, and molecular covariates
for 848 patients treated with ICls at MSKCC.

Table S5: Outcomes by tumor. Summary of median follow-up, OS and TTF for overall cohort
across tumor types.

Table S5 A: Median follow-up, OS and TTF for DFCI cohort.

Table S5 B: Median follow-up and OS for MSKCC cohort.

Table S6: Mutational status_specimen. Site of specimens sequenced and ICI treatment
information across tumor histologies and mSWI/SNF mutational status in DFCI and MSKCC
cohorts.

Table S7: LOF SNVs_small indels_DFCI. All LOF single nucleotide variant and small indel
calls identified in 676 patients in DFCI cohort.

Table S8: LOF CNVs_DFCI. Copy number variation (CNV) events identified in 676 patients in
DFCI cohort. 2DEL, homozygous deletion.

Table S9: LOF SNVs_CNVs_MSKCC. All LOF single nucleotide variant, small indel calls, and
homozygous deletions identified in 848 patients in MSKCC cohort.

Table S10: Distribution of LOF GAs. Rate of mSWI/SNF complex GAs across the entire
cohort and across the different tumor subtypes

Table S10A: Rate of mSWI/SNF complex GAs across the entire cohort and across the
different tumor subtypes by individual genes in DFCIl and MSKCC cohorts.

Table S10B: Rate of mSWI/SNF complex GAs across the entire cohort and across the
different tumor subtypes by complex in DFCI and MSKCC cohorts.

Table S11: TMB and LOF GAs. Association of tumor mutation burden with LOF GAs in
mSWI/SNF
Table S11 A: Association of tumor mutation burden with LOF GAs in mSWI/SNF in
DFCI cohort
Table S11 B: Association of tumor mutation burden with LOF GAs in mSWI/SNF in
MSKCC cohort

Table S12: ORR_DCR_PBAF. Response rates in the LOF and WT PBAF in DFCI cohort
Table S12 A: Overall response rate in the LOF and WT PBAF
Table S12 B: Disease control rate in the LOF and WT PBAF

Table S13: ORR_DCR_BAF. Response rates in the LOF and WT BAF in DFCI cohort



Table 13 A: Overall response rate in the LOF and WT BAF
Table 13 B: Disease control rate in the LOF and WT BAF

Table S14: MSI CRC. MSI Status of the DFCI CRC by mSWI/SNF mutational status

Table S15: TMB PBRM1 RCC. Association of LOF PBRM1 with treatment outcomes in DFCI
RCC cohort after adjustment for line of therapy and TMB

Table S16: Single agent RCC. Association of LOF mSWI/SNF or LOF PBRM1 with treatment
outcomes in DFCI (N=28) and MSKCC (N=95) mRCC cohorts treated with ICI monotherapy.

Table S17: TMB NSCLC. Association of LOF mSWI/SNF with treatment outcomes in DFCI
NSCLC cohort after adjustment for line of therapy and TMB
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N= 17,046 pts with ONCOPANEL/PROFILE testing
at DFCI assessed for eligibility

N= 9935 pts for excluded tumor histologies

N = 7,111 pts with included tumor histologies

N ® £ N

N= 2,941 pts excluded with missense mutations or
heterozygous deletions

N = 4,170 pts with mSWI/SNF LOF or WT

N= 1,890 pts excluded with localized disease

N= 2,280 pts with metastatic disease

N= 1,542 pts never received any ICl in the
metastatic setting

N= 738 pts received ICls in the metastatic setting
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Figure S1: CONSORT Diagram of the DFCI Cohort.
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Figure S2: Association of Tumor Mutation Burden with LOF GAs in mSWI/SNF genes. S2A:

Association of Tumor Mutation Burden with LOF GAs in mSWI/SNF genes in DFCI Cohort.

S2B: Association of Tumor Mutation Burden with LOF GAs in mSWI/SNF genes in MSKCC

Cohort.
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Figure S3: OS in patients with LOF mSWI/SNF complex genes and WT across different tumor
histologies in the DFCI cohort. S3A: Urothelial Carcinoma — DFCI. S3B: Esophagogastric
carcinoma — DFCI. S3C: Melanoma — DFCI. S3D: Colorectal adenocarcinoma — DFCI. S3E:
Head and neck squamous cell carcinoma — DFCI. S3F: Non-small cell lung carcinoma — DFCI.



A) TTF DFCI (BAF Complex) Hazard Ratio and 95% CI HR(95%CI) P-value N(N of events)
CRC —a— 0.52 (0.21-1.28) 0.155 35 (24)
EGC —_— 0.98 (0.43-2.2) 0.952 66 (47)
MEL - 0.78 (0.30-1.98) 0.595 86 (48)
NSCLC HE 1.09 (0.71-1.66) 0.691 334 (239)
RCC —.— 0.56 (0.20-1.6) 0.279 68 (47)
uc - 0.66 (0.34-1.32) 0.24 56 (37)
LOF WT
0!01 0?1 l1 10
B) OS DFCI (BAF Complex) Hazard Ratio and 95% CI HR(95%CI) P-value N(N of events)
CRC —a— 0.49 (0.17-1.42) 0.187 35 (18)
EGC —a— 0.54 (0.19-1.54) 0.25 66 (37)
MEL —m— 1.48 (0.49-4.35) 0.493 86 (27)
NSCLC* - 1.56 (1.00-2.42) 0.048 334 (187)
RCC —a— 0.37 (0.08-1.59) 0.18 68 (30)
uc [ 1.21 (0.58-2.55) 0.613 56 (29)
LOF WT
I 1 T T
0.01 0.1 1 10
C) OS MSKCC (BAF Complex) Hazard Ratio and 95% CI HR(95%CI) P-value N(N of events)
\
CRC —a— 0.65 (0.25-1.72) 0.386 63(30)
EGC I—I—Ll 0.51 (0.21-1.23) 0.135 59(40)
HNSCC |_;_.‘._q 0.50 (0.11-2.22) 0.36 68(52)
MEL | Wl | 0.85 (0.31-2.34) 0.759 192(91)
NSCLC HEH 0.69 (0.37-1.27) 0.227 255(163)
BOr 1.17 (0.36-3.79) 0.793 118(49)
| " I 0.87 (0.45-1.71) 0.689 93(50)
Favor Deleterious Favor Wild
0,(I)1 0A|1 !I 1’0 DFCI Cohort - Adjusted for prior lines of therapy

MSKCC Cohort - Adjusted for type of ICI (single vs. combination)

*p- value <0.05

Figure S4: Survival outcomes in patients with LOF BAF complex genes and WT across
different tumor types in the DFCI and MSKCC Cohorts. HNSCC DFCI cohort was excluded from
the analysis due to number of patients with BAF mutation <3. S4A: DFCI: Adjusted Hazard
Ratios for Time to Treatment Failure. S4B: DFCI: Adjusted Hazard Ratios for Overall Survival.
S4C: MSKCC: Adjusted Hazard Ratios for Overall Survival.
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Figure S5: Survival outcomes in patients with LOF PBAF complex genes and WT across
different tumor types in the DFCI and MSKCC Cohorts. HNSCC DFCI and MSKCC cohorts as
well as UC MSKCC cohort were excluded from the analysis due to number of patients with
PBAF mutation <3. S5A: DFCI: Adjusted Hazard Ratios for Time to Treatment Failure. S5B:

DFCI: Adjusted Hazard Ratios for Overall Survival. S5C: MSKCC: Adjusted Hazard Ratios for
Overall Survival.
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Figure S6: Kaplan Meier Survival curves for OS and TTF in DFCI CRC cohort by mSWI/SNF
complex. S6A: Kaplan Meier Survival curve for TTF LOF and WT PBAF. S6B: Kaplan Meier
Survival curve for OS LOF and WT PBAF. S6C: Kaplan Meier Survival curve for TTF LOF and
WT BAF. S6D: Kaplan Meier Survival curve for OS LOF and WT BAF.
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Figure S7: OS in patients with LOF mSWI/SNF complex genes and WT across different tumor

histologies in the MSKCC cohort. S7A: Urothelial Carcinoma — MSKCC. S7B: Esophagogastric
carcinoma — MSKCC. S7C: Melanoma — MSKCC. S7D: Colorectal adenocarcinoma — MSKCC.
S7E: Head and neck squamous cell carcinoma — MSKCC. S7F: Non-small cell lung carcinoma
— MSKCC.



