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Supplementary Fig. 3: Selected convergent groups. (A) Illustration of the groups that are persistently present across all time points for the treated patient. (B) Illustration of the groups induced in the treated patient. (C) Illustration of the induced groups in the naive patient. Each figure includes the actual nucleotide sequences corresponding to Fig 3E-3G.  The colors were coded by ACTG (only first 60 base-pairs were retained due to space limitations). The yellow highlighting shows the hypermutation in the nucleotide sequence, while the bottom row shows the motif analysis. The tables present the clonal abundance for corresponding clones each time point.
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