) NS
o¥g. 7% e it
S e

) .,_.“,,.- ¥ I

o 8, By

ﬁﬁ

ﬂ.f. $

,.,c. L,_:mh

-v. w - =, ;
2. e




SNV/InDel Number (%)

(VAF=5%) Conserved de novo Conserved de novo
MM13 907 905 (99.8%) 2 (0.2%) 903 (99.6%) 6 (0.7%)
MM16 245 242 (98.8%) 15 (6.1%) 242 (98.8%) 12 (4.9%)
MM27 3,119 3,116 (99.9%) 13 (0.4%) 3,034 (97.3%) 20 (0.6%)
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Mutation Frequency in

Melanoma (TCGA)

Mutated Genes
Number of Genes
Number Percentage p-value
HITs 66 3 4.6%
MM13NRAS  ho HITs 170 12 7.0% 0.84
Total 236 15 6.3%
HITs 69 0 0.0%
MM16NRAS o HITs 167 2 1.2% 1.00
Total 236 2 0.8%
HITs 55 15 25.5%
MM278R4F  no HITs 181 48 26.4% 0.52
Total 236 63 26.2%
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