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SNV/InDel Number (%)!

Patient!
(VAF≥5%)!

PDX1! PDX2!
Conserved! de novo! Conserved! de novo!

MM13! 907! 905 (99.8%)! 2 (0.2%)! 903 (99.6%)! 6 (0.7%)!
MM16! 245! 242 (98.8%)! 15 (6.1%)! 242 (98.8%)! 12 (4.9%)!
MM27! 3,119! 3,116 (99.9%)! 13 (0.4%)! 3,034 (97.3%)! 20 (0.6%)!
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MM13 PDX2 shKMT2D 0,84 0,92 

MM27 PDX2 shKMT2D 0,74 0,96 
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