Supplementary Table S2 KEY RESOURCES TABLE

	Deposited Data

	ICGC
	(1) 
	GEO: GSE89749 (https://www.ncbi.nlm.
nih.gov/geo/query/acc.cgi?acc=
GSE89749)

	Japan
	European Genome-phenome Archive
(https://www.ebi.ac.uk/ega/home)
	EGA: EGAS00001000950 (https://www.ebi.
ac.uk/ega/studies/EGAS00001000950)

	Thailand
	(2)
	GEO: GSE76297 (https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE76297)
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